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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILFICSILLALF.........RKYYLMIPILIVFAVFFLLINSLSI 69
NTDB id 306391 DK878 RS02760 WP 009909666.1 .MSRLSKLPCQPVHLAVLAVAAYFAVHSFSLLTM.GLF.SLLLAVFGVRQGKTVFLKTLPLLALCG...LFFGYQKVQWE 74
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFV.FLLVCLF.IQF...PWKSAGKVLIICGIFGFWFLFQNWQQS 75
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFV.FLLVCLF.IQF...LWKSAGKVLVICGIFGFWFVFQNWQQS 75
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFV.FLLVCLF.IQF...PWKSAGKVLIICGIFGFWFVFQNWQQS 75
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFV.FLLVCLF.IQF...PWKSAGKVLIICGIFGFWFVFQNWQQS 75
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFV.FLLVCLF.IQF...PWKSAGKVLIICGIFGFWFVFQNWQQS 75
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFV.FLLVCLF.IQF...PWKSAGKVLIICGIFGFWFVFQNWQQS 75
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NTDB id 596 KW2 RS08720 WP 021037686.1 RDNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGF 149
NTDB id 306391 DK878 RS02760 WP 009909666.1 RADQSATEQVTTVQVIPDTIDINGDSLSFRGRADGQTYQVFYKLTSQEEQTYFQKLTGLVQLEVEAEISLPAGQRNFKGF 154
NTDB id 494 SM12261 RS04305 WP 000942409.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGF 155
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGF 155
NTDB id 189 SPR RS04300 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
NTDB id 223 SPD RS04540 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
NTDB id 154 SP RS04735 WP 000942394.1 QASQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
NTDB id 264 KZH43 RS04200 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
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NTDB id 596 KW2 RS08720 WP 021037686.1 DDQKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSL 225
NTDB id 306391 DK878 RS02760 WP 009909666.1 DYQAYLKTQGIYRTVKITAIKKIVPVQSWNVFDWLSNWRRQALVYVKTNFPAPMSHYMTGLLFGDLDSDFDQMSDLYSSL 234
NTDB id 494 SM12261 RS04305 WP 000942409.1 DYQAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSL 235
NTDB id 522 SMSK321 RS04965 WP 000942453.1 DYQAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 189 SPR RS04300 WP 000942407.1 NYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 223 SPD RS04540 WP 000942407.1 NYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 154 SP RS04735 WP 000942394.1 NYQAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 264 KZH43 RS04200 WP 000942407.1 NYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
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NTDB id 596 KW2 RS08720 WP 021037686.1 GIIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTL 302
NTDB id 306391 DK878 RS02760 WP 009909666.1 GIIHLFALSGMQVGFVIDKFRWILLRLGLTKETVDKLQIPFSLVYASLTGFSVSVVRSLVQKILGNLGLRKLDNFAVTVF 314
NTDB id 494 SM12261 RS04305 WP 000942409.1 GIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 189 SPR RS04300 WP 000942407.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 223 SPD RS04540 WP 000942407.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 154 SP RS04735 WP 000942394.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 264 KZH43 RS04200 WP 000942407.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
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NTDB id 596 KW2 RS08720 WP 021037686.1 VLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDF 382
NTDB id 306391 DK878 RS02760 WP 009909666.1 VCLLILPRFLLTAGGVLTFTYAFLLTVFD..FEDLGQVKKAAVESLSISLGILPVLMTYFYAFQPLSILLTFAFSFVFDV 392
NTDB id 494 SM12261 RS04305 WP 000942409.1 VLFIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VLFIIMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 189 SPR RS04300 WP 000942407.1 VLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 223 SPD RS04540 WP 000942407.1 VLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 154 SP RS04735 WP 000942394.1 VLFIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 264 KZH43 RS04200 WP 000942407.1 VLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
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NTDB id 596 KW2 RS08720 WP 021037686.1 MLLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFI 462
NTDB id 306391 DK878 RS02760 WP 009909666.1 LLLPGLSVIFLLSPIVKITWVNGFFVFMEKIIVWVADLGLRPWILGKPSELVLLLLLVSLFLLYDFHRRKKWLLGLSLVL 472
NTDB id 494 SM12261 RS04305 WP 000942409.1 VFLPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLI 472
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VFLPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLI 472
NTDB id 189 SPR RS04300 WP 000942407.1 TFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLI 472
NTDB id 223 SPD RS04540 WP 000942407.1 TFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLI 472
NTDB id 154 SP RS04735 WP 000942394.1 VFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLI 472
NTDB id 264 KZH43 RS04200 WP 000942407.1 TFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLI 472
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NTDB id 596 KW2 RS08720 WP 021037686.1 FLFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHID 540
NTDB id 306391 DK878 RS02760 WP 009909666.1 ALLFFITKHPLENEVTVVDIGQGDSIFLRDMRG.RTVLIDVGGRVDFAA.KEAWQERPRQANAERTLIPYLHSRGVDRID 550
NTDB id 494 SM12261 RS04305 WP 000942409.1 TGLFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKID 551
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TGLFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKID 551
NTDB id 189 SPR RS04300 WP 000942407.1 TGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKID 551
NTDB id 223 SPD RS04540 WP 000942407.1 TGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKID 551
NTDB id 154 SP RS04735 WP 000942394.1 TGLFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKID 551
NTDB id 264 KZH43 RS04200 WP 000942407.1 TGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKID 551
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NTDB id 596 KW2 RS08720 WP 021037686.1 QLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNN 620
NTDB id 306391 DK878 RS02760 WP 009909666.1 SLVLTHTDTDHVGDVLEVAKQVQIGRIYVSPGSLTVPDFVATLKEINVPVHVVEVGERLPIFDSYLEVLYPDGTGDGGNN 630
NTDB id 494 SM12261 RS04305 WP 000942409.1 QLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYE 631
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHD 631
NTDB id 189 SPR RS04300 WP 000942407.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
NTDB id 223 SPD RS04540 WP 000942407.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
NTDB id 154 SP RS04735 WP 000942394.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
NTDB id 264 KZH43 RS04200 WP 000942407.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
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NTDB id 596 KW2 RS08720 WP 021037686.1 DSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQE 700
NTDB id 306391 DK878 RS02760 WP 009909666.1 DSIVLYGRLLKTNFLFTGDLE.QGELDLIESYPNLPVDVLKAGHHGSKGSSYPEFLDHIEAKIALVSAGENNRYKHPHQE 709
NTDB id 494 SM12261 RS04305 WP 000942409.1 DSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQE 711
NTDB id 522 SMSK321 RS04965 WP 000942453.1 DSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQE 711
NTDB id 189 SPR RS04300 WP 000942407.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQE 711
NTDB id 223 SPD RS04540 WP 000942407.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQE 711
NTDB id 154 SP RS04735 WP 000942394.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQE 711
NTDB id 264 KZH43 RS04200 WP 000942407.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQE 711
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NTDB id 596 KW2 RS08720 WP 021037686.1 TLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR. 736
NTDB id 306391 DK878 RS02760 WP 009909666.1 TLERFDSRNIQVYRTDQQGAIRFRGW.REWRIETVRR 745
NTDB id 494 SM12261 RS04305 WP 000942409.1 TLTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG. 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TLTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR. 746
NTDB id 189 SPR RS04300 WP 000942407.1 TLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 223 SPD RS04540 WP 000942407.1 TLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 154 SP RS04735 WP 000942394.1 TLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 TLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
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