AL SAORRL AR L L LA RTRY LN i |

NTDB id 305947 DV143 RS12960 WP 153063236.1 [gSAIanLhAE AN SN i IN F I - NN ORIV S VN INEEaE 80
NTDB id 1128 NGFG RS01490 WP 020997305.1 MFRRWFLPCWVVGYAJSFAL VVPHWEFWLAAFAVMAVIMARRFAFAGLMLCVLAGAAYGVFRTEAALSSQWAEAVSGV P
consensus I

R R A LR LA

NTDB id 305947 DV143 RS12960 WP 153063236.1 |HREAYUAIDINSIINIE ARG AANISTeIes NN RRINN QA AN AU NV AN ARG AR RGBT RS [eaete A 160
L

NTDB id 1128 NGFG RS01490 WP 020997305.1 TVEVWDMPRSDGRRVQFAAKAVDSGGRTFDLLLSDYKRREWAVGSRWRITARVHPVVGELNLRGLNREAWALSNG GG\ 160
consensus N e

AL AR AR L), L R R O UL )

NTDB id 305947 DV143 RS12960 WP 153063236.1 [CHRUeVNARNN:(eleRIel(eny . AATII NN ANY () (ALY lele ey plen eyt UM A e RIS WA F IR A He NI RUS IR R4 240
NTDB id 1128 NGFG RS01490 WP 020997305.1 GTVGADRVLLHGGSGWGIAVWRSRISRNWIRIQADADGGLSDGIGLMRALSVGEQSALRPELWQAFRPLGLTHLVSISGLHYV] 240
[

consensus R

LS A AT T AT

JURND) S N ROy G DL N S I SIS DA T[T S R TV S OO R T M VAV FAWLAKRLLACSPRLPARPRAWVLAAGCAGALFYALLAGFSVPTQRSVLMLAAFAWAWRRGRLSAWATWWQAL Ayl
NTDB id 1128 NGFG RS01490 WP 020997305.1 TMVAV FAWLAKRLLACSPRLPARPRAWVLAAGCAGALFYALLAGFSVPTQRSVLMLAAFAWAWRRGRLSAWATWWQAL ARV
consensus PUL sk bbbt

ALY TIOHLL A e SRR ALY RCL UL FY

NTDB id 305947 DV143 RS12960 WP 153063236.1 [NARNNSINGNATSNINI ISR VIRETING Sl iy VEAA RS AR NSRRI NS I ARITNG A TSN 400
NTDB id 1128 NGFG RS01490 WP 020997305.1 AVLLFDPMAVLGVGTWLSFGLVAALIWACEAGRL EGKRQTA RGQWAASVLSLVLLGYLFASLPL SPLVNAVSIPWF S \Wjee]
consensus LU L e bttt sk bbbk b L bbbtk bbbt et

ILPLLL R AL AR A LA AL AL R AL

NTDB id 305947 DV143 RS12960 WP 153063236.1 |ARNINNRRCSAANIYNINAN VNN IAANNASRANN AN AFISININIRARAN AU VIRRRRN NN NI VAR AW 480
NTDB id 1128 NGFG RS01490 WP 020997305.1 VLTPLALLGSVVPFAPLQQIGAFLAEYTLRFLVWLADVSPEFAVAINAPLPLLVLAVCAALLLLLPRGLGLRPWAVLLLAG 480
consensus PULE Lttt Lttt Lttt

wa N e AT AT

NTDB id 305947 DV143 RS12960 WP 153063236.1 |AYFYNEISIP RSN VEAMRATY e nled Ay S\ () Ew:e\ Hi:s BN eyy A LY.V MEHRRASIN PV AN ARG RARSY:: Sl lefeaalil 560
NTDB id 1128 NGFG RS01490 WP 020997305.1 FVSYR|§ VPENERAVTVWDAGQGLSVIRVIHTAN HLLFDTGTNJAAAQWGIVPSLNAAGVRRLDKLVLSHHDSDHDGGF Q A0
consensus Pl Dhskoksk DLUDL LU LRE LT b Pkt bR L bttt




logo

NTDB id 305947 DV143 RS12960 WP 153063236.1
NTDB id 1128 NGFG RS01490 WP 020997305.1
consensus

logo

NTDB id 305947 DV143 RS12960 WP 153063236.1
NTDB id 1128 NGFG RS01490 WP 020997305.1
consensus

logo

NTDB id 305947 DV143 RS12960 WP 153063236.1
NTDB id 1128 NGFG RS01490 WP 020997305.1
consensus

I

N

it

Q

ARSI AR LTS

VGKIPNGGIYAGQPEFYEGARHCAEQRWQWDGVDFEFLNWIPSERKNIDDNGKSCVLRVVAGGAALLVTGDLDTKGEESLVG
VGKIPNGGIYAGQPEFYEGARHCAEQRWQWDGVDFEFLIAPSERKNIDDNGKSCVLRVVAGGAALLVTGDLDTKGEESLVG

L T T e e e e v O B

AR AN NAENA e

LAY

KYGGNLYSQVLVLGHHGSNTSSSGVFLNAVSPEYAVASSGYANAYKHPTEAVQNRVRAHGIKLLRTDLSGALQFGLGRGG
KYGGNLYSQVLVLGHHGSNTSSSGVFLNAVSPEYAVASSGYANAYKHPTEAVQNRVRAHGIKLLRTDLSGALQFGLGRGG

KAL)

VKAQRLRYKFYWQKKPFE

VKAQRLRMYKFYWQKKPFE
N

X non conserved
B similar
>50% conserved

739
739

640
640

720
720



