
logo MCTRKQQGFTLTELL IVMAVIAAIMAMTIALPNMSGQWIASRR IASHAEQR I
VANLLRFSRGEAVRLNLPVYICPVQVKKDGATAPN

NTDB id 305909 DV143 RS00590 WP 061387506.1 MCTRKQQGFTLTELLIVMVIAAIMAMIALPNMSQWIASRRIASHAERIANLLRFSRGEAVRLNLPVYICPVQVKKDGTAN 80
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus !!!!!!!!!!!!!!!!!! !!!!!! !!!!!!! !!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!
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NTDB id 305909 DV143 RS00590 WP 061387506.1 NKCDSGKKEQGMLAFGDKNGNKEYND.TADVLLRSVVLNDDINNKRINYAFNHIAFGHTQPTADRVVWTFNQNGTFGYTK 159
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLN.DTDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLP 159
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logo DQRHNLKTDKNQSKSFFVYSDGYIQIVLTDARAVSDADKKFRSAVVL IDNSSGRVEVCPRKRNDRTRATVCKQHYK
NTDB id 305909 DV143 RS00590 WP 061387506.1 DRHLTKQSSFFYSDGYIQIVLTDARAVSDADKKFRSAVVLIDSSGRVEVCPRNDRRTVCQYK 221
NTDB id 1136 NGFG RS02420 WP 003687912.1 DQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH. 220
consensus ! *! *! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!**!! ! !! **
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