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MNKTLKRQVFRHTALYAAI LMFSHTGGGGAMAQM
T
H
Y
K
SYAS I IVMNEGQRKNLQLPEVKGNGNGNQGYNSQTI

R
KDK

N
D
QREQARKTF ITTYNFKDSRVGKGKGNGTSTFV

NTDB id 305896 DV179 RS10940 WP 322114703.1 .................................MYSYSIVMNGQKLPEVKNGNQGNQR..NQRQATFTTNFSRVKKNTTF 45
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDR.GGGGSV 79
consensus ********************************* * ! !*!! *!!! ! ** ! ! ! !* *

logo

F
TFDNNTDDTLVVASQKQRSGSTAVVFGTATYLPPYGKVSGFDAEDNGLKQEKRGNDNAVDGWIGHTTHQAPGLAIGYASYQTDGNVI

TCRSSGNDQCPEQLSVYEKTKQFST
NTDB id 305896 DV179 RS10940 WP 322114703.1 TFNNTDDVVAQKSSTVVFGTATYLPPYGKVSGFDENGLKERGDAVGWIGTTHPGLIGYSYQGNTCSSGDCPELSYKTQFT 125
NTDB id 1090 CAA90909.1 1..3114( ) FFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRSNQCPQLVYETKFS 159
consensus ! !!! *! ! ! !!!!!!!!!!!!!!!!!! !! ! !! !!*!!**!! !! ! ! ! !! ! ! ! !*

logo FDGGHI
QGLAKKKNTAGGKSLDI

R
D
H
A
PDKPSRDENSP IYKLKSDHNPSWLGVSFNLGSSENSTAVEKDSGKQSFNKNKL IVSSFSEGNNVNTNQQSNTGTQGQNKDKNI

L

NTDB id 305896 DV179 RS10940 WP 322114703.1 FGHQGLKKKTGGKLDIDADKSRDNSPIYKLSDNSWLGVSFNLSSESTAES.KQNKKLVSSFSENVTQSNGTQGQNKDKNL 204
NTDB id 1090 CAA90909.1 1..3114( ) FDGIGLAKN.AGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQT..........I 228
consensus ! * !! ! **! !! **!*!!*!!!!!!! !**!!!!!!!! !! ! *! !!*!!!!! * ***********

logo VSYNTTDNQRGRHNS INNSLNRSDVNWKQNRESHSHTAMVAFYYLNAKLHLLDKKGQI ENDNIAQGKVTVDLGTLKRPTR I
VEAPTDVERRWGKNKREYLLTFNFVVWANQTWEKFI EKD

NTDB id 305896 DV179 RS10940 WP 322114703.1 VYNTDNQRHNNNNRVNQNSSHAVAFYLNAKLHLLDKKQINNIAQGVTVDLGTLKTRIEPTDEWKNKRYLTFVVNQWEFKD 284
NTDB id 1090 CAA90909.1 1..3114( ) VSTT..RGHSISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRRG...ELLNFWATWKIED 303
consensus ! !** ! **!*!*!!!!!!!!!!!! ! !!!! !!!!!!!**!*!*! *** ! ! !

logo

A
KGNS IVSTVKRLGKLPEVKAGRC I

VNKAPNPNNPHNATKAPSPALTAPALWFGPVKQDNGKAEMYSASVSTYPDSSSSR I FYLQNLKRKTDPG
NTDB id 305896 DV179 RS10940 WP 322114703.1 AGSVSVKLKLPEVKAGRCINKPNPNNHTKAPSPALTAPALWFGPVQNGKAEMYSASVSTYPDSSSSRIFLQNLKRKTDPG 364
NTDB id 1090 CAA90909.1 1..3114( ) KGNITVRLGLPEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPG 383
consensus ! **!*! !!!!!!!!!*!!*!!!** !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo

K
RPGRHYSLAEDTLSTAENSDIKQSKREPNTFTGSRQTI IRLDNGKGVHREQIKLDQGRNNNTEVAVNFNGNDGKNNDTFGIVKSDEGLGSFVEMPDTSEWKKVLL

NTDB id 305896 DV179 RS10940 WP 322114703.1 RPGRYSLADLSASDIQSKEPTFTSRQTIIRLDKGVHQIKLQG..NEVANFNGNDGKNDTFGIVSEGSFMPDTSEWKKVLL 442
NTDB id 1090 CAA90909.1 1..3114( ) KPGRHSLETLTENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLL 463
consensus *!!!*!! !* !! !*!! !! !!!!!!! !!* !!! ** !! !!!!!!! !!!!!!! * !!!!!!!!!!!

logo PWTVRGFASDNDNEKFAKAKFNKEESNNDNKDPKYSQKRYR I
SRDNNKNGENRNLGDIVNSP IVAVGEYLATSANDGMVHI FKQSGGDKRS

NTDB id 305896 DV179 RS10940 WP 322114703.1 PWTVRGFSNDNEFAKFNKES.....DKYSQRYRIRDN.NGNRNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRS 516
NTDB id 1090 CAA90909.1 1..3114( ) PWTVRGFADDNKFKAFNKEENNDNKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRS 543
consensus !!!!!!! !! ! !!!! ******!!!!*!! !!!* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo YNLKLSYIPGTMPRKQDYFIDQNDTTSALKDESTLAKDELVRTFAEKGYVGDRYGVDGGFVLRKR I
V
D
T
D
N
DL
Q
D
N
G
KQKNHRFVFMFGAMGFLGGRGA

NTDB id 305896 DV179 RS10940 WP 322114703.1 YNLKLSYIPGTMPRQYFDNDTSALKDSTLAKELRTFAEKGYVGDRYGVDGGFVLRRITDDQDKQKHFFMFGAMGLGGRGA 596
NTDB id 1090 CAA90909.1 1..3114( ) YNLKLSYIPGTMPRKDIQNT.....ESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDN.LNGQNRVFMFGAMGFGGRGA 617
consensus !!!!!!!!!!!!!! ! ******!!!!!**!!!!!!!!!!!!!!!!!!!!!!** * ! * !!!!!!! !!!!!

logo YALDLTKADGSNSDNPTAVSLFDVKDNGNNNGSNNGSNNRSVEQLGYTVGTPQIGKTHDNGKYAAFLASGYATKETI IDTDSGQDQNKTALYVYD
NTDB id 305896 DV179 RS10940 WP 322114703.1 YALDLTKADSNNPTAVSLFDVKNGNNSNNSNNSVQLGYTVGTPQIGKTHNGKYAAFLASGYATKTI.DDQQNKTALYVYD 675
NTDB id 1090 CAA90909.1 1..3114( ) YALDLTKADGSDPTAVSLFDVKDN..GNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYD 695
consensus !!!!!!!!! !!!!!!!!!! ** !! !! ! !!!!!!!!!!!!!! !!!!!!!!!!!!!! !* !!!!!!!!!

logo LEGSNSGTNNTL IKKIDEVPGGKGGLSSPTLVDKDLDGI
TVDIAYAGDRGGNMYRFDLSSDQDNPQSQSWSTVRTI FESGNTKP ITSAPAI S

NTDB id 305896 DV179 RS10940 WP 322114703.1 LESSG..TLIKKIDVPGGKGGLSSPTLVDKDLDGIVDIAYAGDRGGNMYRFDLSSDNPSSWTVRTIFSGNKPITSAPAIS 753
NTDB id 1090 CAA90909.1 1..3114( ) LEGNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAIS 775
consensus !! !** !!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! ! !*!!!!! ! !!!!!!!!!!

logo QLKDKRVVI FGTGSDLSEDEDVDKNMTDEEQYIYGI FDDDTAVATTGSTVNFSDGSTGGGLLEQVLRSRVDNDENKTLFLTDYKRSDGSGNSK
NTDB id 305896 DV179 RS10940 WP 322114703.1 QLKDKRVVIFGTGSDLSEDDVDKTDEQYIYGIFDDDTVATGSVNFSGTGGGLLEQVLSV..ENKTLFLTDYKRSDGSGSK 831
NTDB id 1090 CAA90909.1 1..3114( ) QLKDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNK 855
consensus !!!!!!!!!!!!!!!!!!*!!! *!!!!!!!!!!!! !!*!!!! *!!!!!!!!! ***!!!!!!!!!!!!!!!! !

logo GWVVKLKDEGQRVTVKPTVVLRTAFVTIHRKYKTDGTDNGKCGAETAI LG INTADGGKLTKKSARP IVPAEADNTAVAQYSGHKKQGTTKN
NTDB id 305896 DV179 RS10940 WP 322114703.1 GWVVKLKEGQRVTVKPTVVLRTAFVTIRKYKD.NGCGAETAILGINTADGGKLTKKSARPIVPADNTAVAQYSGHKQTTK 910
NTDB id 1090 CAA90909.1 1..3114( ) GWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTN 935
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!*!! * !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !

logo GKS IP IGCMEQKDSNEGIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGI
T
D
F
K
P
A
EGKKRPSAGKRNNRCFSGQKGVRTLLMNDL

NTDB id 305896 DV179 RS10940 WP 322114703.1 GKSIPIGCMEKDNGIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGTFKEGKKPARNNRCFSGKGVRTLLMNDL 990
NTDB id 1090 CAA90909.1 1..3114( ) GKSIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDL 1015
consensus !!!!!!!!! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! * !!****!!!!!! !!!!!!!!!!!

<0

logo DSLDITGPTCGMKRI SWREVFYO
NTDB id 305896 DV179 RS10940 WP 322114703.1 DSLDITGPTCGMKRISWREVFY. 1012
NTDB id 1090 CAA90909.1 1..3114( ) DSLDITGPTCGMKRISWREVFY* 1037
consensus !!!!!!!!!!!!!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


