logo

NTDB id 1119 NGFG RS11465 WP 017147169.1
NTDB id 305845 DV163 RS08910 WP 115437313.1
NTDB id 1109 OK783 RS10670 WP 157147416.1
NTDB id 1191 AAC28468.1 484..945( )

NTDB id 1188 NELON RS01755 WP 003772458.1
NTDB id 1002 ACIAD RS15100 WP 004923779.1
consensus

logo

NTDB id 1119 NGFG RS11465 WP 017147169.1
NTDB id 305845 DV163 RS08910 WP 115437313.1
NTDB id 1109 OK783 RS10670 WP 157147416.1
NTDB id 1191 AAC28468.1 484..945( )

NTDB id 1188 NELON RS01755 WP 003772458.1
NTDB id 1002 ACIAD RS15100 WP 004923779.1
consensus

<0

logo

NTDB id 1119 NGFG RS11465 WP 017147169.1
NTDB id 305845 DV163 RS08910 WP 115437313.1
NTDB id 1109 OK783 RS10670 WP 157147416.1
NTDB id 1191 AAC28468.1 484..945( )

NTDB id 1188 NELON RS01755 WP 003772458.1
NTDB id 1002 ACIAD RS15100 WP 004923779.1
consensus

UL VA

AMIMY QKGFTLIELMIVIAI GILAA
AMI\Ey QKGFTLIELMIVIAI GILAA
BV QKGFTLIELMIVIAI GILAA
VINeY QKGFTLIELMIVIAI GILAA
BV QKGFTLIELMIVIAI GILAA

UWNQKGFTLIELMIVIATI GILAA

AL YTl o

ALPAYQDYTARAQVSEA
ALPAYQDYTARAQVSEA
ALPAYQDYTARAQVSEA

£ &LNE EV DNXSA N TERA

LAEGQKSAV E LNIG

* % ok ok ok Kk ok k %

@sﬂ,umyﬁv st WA R B mavz
K
K|
K

.......... @jASPPTDIKGK EKN . . . .EVEBATH. . . LSSEMNNE ........BRRENE@
.......... @UATS . SEIKGK EVKN . EVEBNATY . . . LSSEMINKE cv......BKRQAM
G .ASTEMINKE QD ........ KRQD

<
2><

.......... JYUASA.STIKGK EVAK @V

ANGLDGK. . ............. FAPGGVTVTPDTGA NIAFDAGAN....... TPTV..... IAASGQISTW

GGGAGGAAAA[ETQHASK. .. .. k). TEASPWD VAISATEAN-PTGID NT RISPLVNKAVPEATST[EA

..... GSSCVIQYQEISASNATTN ATATC GASSA[€Q IVT.DTTKA.......K AN ........TLTPTYASGAVTW
* * * K * % ¥ kk kKKK *

A A>E§ QQEA NDDVTR ARA§QVKE191K % ig §D§§éé§K

FC QPVTRADDDT...... VADBKDGKEMDENSHIRISENGHDKASDAK 166
FMEOPVERDNAKAANDDVTAAABANGKKHEDERIHINAENGHDASDAS . 170
FMEOPVTRTGDND. ... .. DTVEDANNAEDANSHINEIRGHDESSAT . 164
TOAPGAANGI...................ERINEESE(*. ..... 153
A[GBSAAKETADKRFG. .. . TGSEVAVGTEPAMYAIRSEGH . . . . ... 188

...... 147

KMTTTS. .. ...
]

X non conserved
B similar
>50% conserved

126
125
125
133
153
130



