
logo MNKTLKRQRVFRHTALYAAI LMFSHTGGGGAMAQTHKYAI IMNEGRNQLEVKGQNGQYSTIKDKDREREKFYHIHYNQGKDKRGGGGSVFS
NTDB id 305807 DV167 RS12355 WP 115430511.1 MNKTLKRRVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNEGNQLEVKQNGQYSTIKDKDREREYHHQGKRGGGGSVS 80
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGGGGSVF 80
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!! **** !!!!!!!

logo FDNNSTDETLVSQQRSGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHRTTQRAPGLAGYAYTDSVICRSNPGQCPKQLVYEKTKQFST
NTDB id 305807 DV167 RS12355 WP 115430511.1 FNNSDELVSQQSGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIRTTRPGLAGYAYTSVICRSNPGCPKLVYKTQFT 160
NTDB id 1090 CAA90909.1 1..3114( ) FDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRSN.QCPQLVYETKFS 159
consensus ! !*! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! *!!!!!!!! !!!!!!* !! !!! ! !*

logo FDGGNI
SGLAKKANAGGGSLDI

R
H
Y
P
VDKPSRDENSP IYKLKDHPWLGVSFNLGSASEKGNTAVKNDGKSTFINKL I SKSFDSEGKNNSNNQNTI

LVSYTTERGSHPS I
NTDB id 305807 DV167 RS12355 WP 115430511.1 FGNSGLAKKANGGGLDIYVDKSRDNSPIYKLKDHPWLGVSFNLSAKGTANDGKTIN....KFDEKNSNNNLVYTTESHPI 236
NTDB id 1090 CAA90909.1 1..3114( ) FDGIGLAK..NAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTTRGHSI 237
consensus ! !!!!**!*! !! **!*!!*!!!!!!!!!!!!!!!!!!! ! !!!* !**** ! ! ! !* *! !! !*!

logo SLGSDGWKQREHTAMAYYLNAKLHLLDKKGI EKDIATDQGKTVDQLGTVLKRPRS IVDEAVRTQVRQRGAEGLWLNFWAKTWDKI EKDKNGNQIPTVKRLGLPQEQV
NTDB id 305807 DV167 RS12355 WP 115430511.1 SLGDGQREHTAMAYYLNAKLHLLDKKGIKDITD.KTVQLGVLKPSIDVRQRQGAGWLNFWAKWDIKDNGQIPVKLGLQQV 315
NTDB id 1090 CAA90909.1 1..3114( ) SLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRRG.ELLNFWATWKIEDKGNITVRLGLPEV 316
consensus !! ! !!!!!!!!!!!!!!!!!!!!!! !! *!!! !! !*! ** ! !* !!!!! ! ! ! !*!*!*!!!* !

logo KAGRC I
V
N
T
K
T
A
PNPNPKNASKALPSPALTAPALWFGPVKQDNGKAEQMYSASVSTYPDSSSSQR I FYLQNLKSRKDTDPTGSKPGRHYSLEKPTLSTETNS

NTDB id 305807 DV167 RS12355 WP 115430511.1 KAGRCITTPNPNPKSKALSPALTAPALWFGPVQNGKAQMYSASVSTYPDSSSSQIFLQNLSRKDDTSKPGRYSLKPLSTS 395
NTDB id 1090 CAA90909.1 1..3114( ) KAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTEN 396
consensus !!!!!* *!!!! !!*!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!! !*!!!! !! !* !!!!*!! *!*

logo

D
E IKSKREPNSFTGRQTI

V IRLDNGGVREHIKQLDRNNTEAVTVGNFNGNDGKNNDTFGIVKDELYGSVENPDETNSEWKKVLLPWTVRGFASDNDNEKF
NTDB id 305807 DV167 RS12355 WP 115430511.1 EIKSKEPSFTGRQTVIRLDGGVRHIQLDRNN.EATGFNGNDGKNDTFGIVKEYSVNPETNEWKKVLLPWTVRGFSNDNEF 474
NTDB id 1090 CAA90909.1 1..3114( ) DIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNKF 476
consensus *!!!*!! !!!!!!*!!! !!!!*! !!!!!*! !!!!!! !!!!!!!!* ! !*! !!!!!!!!!!!!!! !! !

logo

A
K
A
KFNKEKESNNDNKDPKYSQKRYR I

SRDNNKNGENRNLGDIVNSP IVAVGEYLATSANDGMVHI FKQSGGDKRSYNLKLSYIPGTMP
NTDB id 305807 DV167 RS12355 WP 115430511.1 AKFNKKS.....DKYSQRYRIRDN.NGNRNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGTMP 548
NTDB id 1090 CAA90909.1 1..3114( ) KAFNKEENNDNKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGTMP 556
consensus !!! ******!!!!*!! !!!* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo RKDI EQNSKTDESNTLAKDELVRTFAEKGYVGDRYGVDGGFVLRKQVDENLWKNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLF
NTDB id 305807 DV167 RS12355 WP 115430511.1 RKDIESKDSNLAKELRTFAEKGYVGDRYGVDGGFVLRQVE.WKGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLF 627
NTDB id 1090 CAA90909.1 1..3114( ) RKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLF 636
consensus !!!! *! !!!**!!!!!!!!!!!!!!!!!!!!!! !** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DVKDHDNNSGKNGSNNGSNNRSVEQLGYTVGTPQIGKTHDNGKYAAFLASGYATKEQI IDTSAGDNKTALYVYDLEGSNSGTNNL IKKI EVP
NTDB id 305807 DV167 RS12355 WP 115430511.1 DVKHDNSGKNSNNSNNSVQLGYTVGTPQIGKTHNGKYAAFLASGYATKQI.DSADNKTALYVYDLESSG..NLIKKIEVP 704
NTDB id 1090 CAA90909.1 1..3114( ) DVKDN.....GNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVP 711
consensus !!!* ***** !! !! ! !!!!!!!!!!!!!! !!!!!!!!!!!!!! !* !*!!!!!!!!!!!! !**!!!!!!!!!

logo

G
NGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNSMYRFDLSGSNQDPQTKQWSAVRATI FESGNTKP ITSAPAI SQLKDKRVVI FGTGSDL

NTDB id 305807 DV167 RS12355 WP 115430511.1 NGKGGLSSPTLVDKDLDGTVDIAYAGDRGGSMYRFDLSGNDPTKWSARAIFSGNKPITSAPAISQLKDKRVVIFGTGSDL 784
NTDB id 1090 CAA90909.1 1..3114( ) GGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDL 791
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! *!! !! ! !! ! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo SEEDVDNMNDEEMQSYIYGI FDDNDTAATGTNAGNTAVNFLSDGLSGGGLLEQKVLRTQRDNDEDNKRTLFLTDYKRSDGSGNSKGWVVKNLKQDPGQRVTVK
NTDB id 305807 DV167 RS12355 WP 115430511.1 SEEDVDNNDMQSIYGIFDNDTAAGNANANLSGLGGGLLEQKLTQ..EDRTLFLTDYKRSDGSGSKGWVVNLQPGQRVTVK 862
NTDB id 1090 CAA90909.1 1..3114( ) SEEDVDNMEEQYIYGIFDDDTATT.GTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVK 870
consensus !!!!!!! * ! !!!!!! !!! ** ! ! !!!!!!! ! *** *!!!!!!!!!!!!!! !!!!! ! *!!!!!!!

logo PTVVLRTAFVTIHRKYKTDGTDNGKCGAETAI LG INTADGGKLTKKSARP IVPAEADNTAVAQYSGHKKGETNGKS IP IGCMQWKNSNE I
T

NTDB id 305807 DV167 RS12355 WP 115430511.1 PTVVLRTAFVTIRKYKD.NGCGAETAILGINTADGGKLTKKSARPIVPADNTAVAQYSGHKK.ENGKSIPIGCMWKNNET 940
NTDB id 1090 CAA90909.1 1..3114( ) PTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEI 950
consensus !!!!!!!!!!!!*!! * !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!* !!!!!!!!!! ! !!

logo VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPMTCGMKRI
NTDB id 305807 DV167 RS12355 WP 115430511.1 VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPMCGMKRI 1020
NTDB id 1090 CAA90909.1 1..3114( ) VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRI 1030
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!

<0

logo SWREVFYO
NTDB id 305807 DV167 RS12355 WP 115430511.1 SWREVFY. 1027
NTDB id 1090 CAA90909.1 1..3114( ) SWREVFY* 1037
consensus !!!!!!!



X non conserved

X similar

X ≥ 50% conserved


