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AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKPQ
AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKPQ
AFDGKKVLAA E PESQARAPYAM ELTERFQIPGTPTVIVGGKYRVEFRADW SGMEYTIDMLADKVREEQKMAQ

X non conserved
B similar
>50% conserved
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HLEPVLSEHWKTFKDDTYLRREHV WGDEMKPLARLAAAVEMAGERMSDKANSHIFDAMVNQKINLADMDTLKKWLSEQT
HLEPVLSEHWKTFKDDTY RREHVVWGDEMKPLARLAAAVEMAGERMSDKANSHIFDAMVNQKINLAD@WDTLKKWLSEQT

HLEPVLS|SHINK FKDDWIYLRINEHVVWNISEMIMNLARLAAAV MA ESRINDWANSHIFDAMVNQKIIML(N ¥ WLKKWLEEQT

MKLKTLALTSLTLLALAACSKQAETSVPADS|JQSSSSAPAAPAIFIIEGVNYTVLSTPIPQQQAGKVEVLEFFGYFCPHCA
MKLKTLALTSLTLLALAACSKQAETSVPADSAQSSSSAPAAPARLINEGVNYTVLSTPIPQQQAGK EVLEFFGYFCPHCA
MKS BILALCEVNLIJALAACPDIIQY TSVPADSA]Yy HWSAMAAPALWEGINNYTVL WPIPQQQAGKVEVLEFFGYFCPHCA

Wil

231
231
232

158
158
159



