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NTDB id 305759 DV144 RS13240 WP 162818857.1 MLYPEKMSGMAGRHPYGVRSGLRNLKLWDI Fli! BRIJIVARCGLLFATLKGKTMKKMFVLFCMLEFSCIyJFSLAAVNINA
NTDB id 1127 NGFG RS10560 WP 003703428.1 MRPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
NTDB id 1126 NGFG RS09375 WP 003703428.1 BPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
NTDB id 1125 NGFG RS07215 WP 003703428.1 BPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA

NTDB id 1108 NGFG RS06525 WP 003703428.1 PYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
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NTDB id 305759 DV144 RS13240 WP 162818857.1 [ESLAIARNIALCIN Y VNNV ECAUININT| QRN I ANV O R ORI AT Ny N (e F N O ANNFNDICY 154

NTDB id 1127 NGFG RS10560 WP 003703428.1 ASQQELEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 ASQQELEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 ASQQELEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 ASQQELEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
consensus Pl rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrstd
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