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IAUDGDFE [ I8 KTWLARAQLMRFEIYELK ALPDAMAIEYAVCKDSSG APTLSGNJAFSSNCDIY
I 1 KENLARAQLIGRFRYELK ALPDAMATIRYAVCKDSSGRAPTLSGNHFSSNCDR
PUTL 1 sk skkorkk DDD bsokskokk ke 11 11T 1

YNLYJNGH] AP SIDGDFKLNNLp KTINLAIMAQLIJRFIEYELK ALPDAWAI YAVCKDSSGDAPTLSGNFSSNCDJS
SIDGDFKLNNLMY KTPLAIMAQLPRFEYELK ALPDAWYAI YAVCKDSSGDAPTLSGNEFSSNCDS
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X non conserved
B similar
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