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NTDB id 305665 DV115 RS10335 WP 025456823.1 MEQKGFTLVEVMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVSINNAFKQIILKNPGESNQNLETELKKFAPAYRM 80
NTDB id 1088 NMV RS07470 WP 173277181.1 MEQKGFTLIEMMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVGINNISKQFILKNPLDDNQTIKSKLERFVSGYKM 80
NTDB id 1140 NGFG RS02440 WP 025455870.1 MEQKGFTLIEMMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVGINNVLKQFILKNPQDDNDILKSKLEIFVSGYKM 80
consensus !!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!* !!*!!!!! **!* ****!**!***!*!

logo NPKIAKEKYNSVSGVEHRFVNDKAAEKSPRAYSRLVGVPNKAETGTGYTLSVWMNSVGDGYKCRDAAPTSAQRVAHYSLETLSSANDATVGCEAFSNRKK
NTDB id 305665 DV115 RS10335 WP 025456823.1 NPKIAEKYSVSGEFVDAAKSRAYRLVGVPKEGTGYTLSVWMNSVGDGYKCRDAPSARAYSETLSADAGCEAFSNRKK 157
NTDB id 1088 NMV RS07470 WP 173277181.1 NPKIAEKYNVSVHFVNKEKPRAYSLVGVPKTGTGYTLSVWMNSVGDGYKCRDAASARAHLETLSSDVGCEAFSNRKK 157
NTDB id 1140 NGFG RS02440 WP 025455870.1 NPKIAKKYSVSVRFVDAEKPRAYRLVGVPNAGTGYTLSVWMNSVGDGYKCRDATSAQVYLETLSANTGCEAFSNRKK 157
consensus !!!!!*!!*!!* !!***!*!!!*!!!!!* !!!!!!!!!!!!!!!!!!!!!! !!****!!!!** !!!!!!!!!!
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