
logo MSAPS IQRAFDPLTAVP I SGTNL I EASAGTGKTYGIAALFTRL I IVLEQKNSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE
NTDB id 305660 DV115 RS09810 WP 003750806.1 MSASIQAFDPLTVPISGTNLIEASAGTGKTYGIAALFTRLIILEQKNVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus !!!*! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SKE IAEKLGDDGATLSDGIAAYCAEHHEGDTFLPALLEQALQKEGSRTRL IVRLKAAIGQFDNAAIYTIHGFCQR I LRDYAFLC
NTDB id 305660 DV115 RS09810 WP 003750806.1 SKEIAKLGDGALSDGIAAYCAEHHEGDTFLPALLEQALQKEGRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus !!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QAPFDVEKLTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKATVPQTVLAQIRAYLSRPYLNSFRLRPQADLKPQASQRDRADAELATS
NTDB id 305660 DV115 RS09810 WP 003750806.1 QAPFDVKLTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKTVPQTVLAQIRAYLSRPYLSFRLPQADLPQSRDAALAS 240
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !! !!!!!*! ! !

logo WQNTI
VCGRLNLAPELEKAEFGFWR IHPDLLNGNSYRKNSFAGENLFDKAELAEQKASALASGPDQLPCFLDEAKDKLTHERLLKLSSDKLEAGLKKGKTPDAA

NTDB id 305660 DV115 RS09810 WP 003750806.1 WQNICGNLAELKEFFWRIHPLLNGNSYRKNSFAELFDALEQKALSPDLPFLEAKLHERLLKLSSDKLEAGLKKGKTPDAA 320
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAA 320
consensus !! *! !*!! !!!!!! !!!!!!!!!!!* !! ! !! * !!*!* !!!!!!!!!!!!!!!!!!!!!!!!!

logo VFAELQKLADFGRDLNALEEAEEATTI
MIRLQLDL I EGYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETLPARAVAEN

NTDB id 305660 DV115 RS09810 WP 003750806.1 VFAELQKLADFGRDLNALEEAEEATIIRLQLDLIGYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETLARAVAEN 400
NTDB id 1132 OK783 RS01905 WP 010951035.1 VFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAEN 400
consensus !!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo WE I
TAL IDEFQDTDPLQYE I FQKI F IARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDAQRHRYTLATNYRSHAAL IGS IG

NTDB id 305660 DV115 RS09810 WP 003750806.1 WETALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDAQHRYTLATNYRSHAALIGSIG 480
NTDB id 1132 OK783 RS01905 WP 010951035.1 WEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIG 480
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo ALFRLKEHRPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADE IAHRALNEAASGCGRLNF
NTDB id 305660 DV115 RS09810 WP 003750806.1 ALFRLKEHPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIAHALNEAAGCRLNF 560
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLNF 560
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !*!!!!



logo KDGRPLQSGDIAVLVRTHNEAVMI
VSAATLKKRQVQSVLLSRESVFASPEAAALSAL IGFWLEPRRAGTLRFVLTSGS I FGFYDA

NTDB id 305660 DV115 RS09810 WP 003750806.1 KGRPLQSGDIAVLVRTHNEAVMVSATLKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSSIFGFDA 640
NTDB id 1132 OK783 RS01905 WP 010951035.1 KDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYDA 640
consensus ! !!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!

logo QQLHDFNQNESE I LHWAESARTALDI
NWNQKYGI FAAMQQFSQTHGI ETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAA

NTDB id 305660 DV115 RS09810 WP 003750806.1 QQLHDFNQNESEILHWAESARTALDNWNKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAA 720
NTDB id 1132 OK783 RS01905 WP 010951035.1 QQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAA 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LHKWLRDQI SLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQI LHQGSANRATELLAKAQ
NTDB id 305660 DV115 RS09810 WP 003750806.1 LHKWLRDQISLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQSANRTELLAKAQ 800
NTDB id 1132 OK783 RS01905 WP 010951035.1 LHKWLRDQISLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELLAKAQ 800
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!

logo LSEDSEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNNPLAYL I EGLPQDSRETVRRATYACEKDGIATMLKRNW
NTDB id 305660 DV115 RS09810 WP 003750806.1 LSEDEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTANNPLAYLIEGLPQDSRETVRRAYACEKDGIAMLKRNW 880
NTDB id 1132 OK783 RS01905 WP 010951035.1 LSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEKDGITMLKRNW 880
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!

logo RRVADNAPASGTDFATFTEDAPPPAAVYCRGNADQATAEFAANS IPERGFRFVRHTSFTALSRHTQTPDGGEEDACPSLDAAETS
NTDB id 305660 DV115 RS09810 WP 003750806.1 RRVADNAPSGTDFAFTEDAPPPAVYCGNADQTAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDACPSLDAAETS 960
NTDB id 1132 OK783 RS01905 WP 010951035.1 RRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDACPSLDAAETS 960
consensus !!!!!!!! !!!! !!!!!!!!! !*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VPAMPSETPTASDGI S IVHDFPKGTQAGLCLHE I LEDFKFGQAAAEQETL IADKLKKYGFEE IWLPAVAEMAEACRKTPLT
NTDB id 305660 DV115 RS09810 WP 003750806.1 VPAMPSETPTASDGISVHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAEMAEACRKTPLT 1040
NTDB id 1132 OK783 RS01905 WP 010951035.1 VPAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAEMAEACRKTPLT 1040
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GAYGLSDIPPEGCRCRPEMGFTLHTEDFGI
LKRLRDWFLARDDI

VRLPEVCRAAAETLDFHTVNGFLNGF IDMVCQDPDGNIC I I
NTDB id 305660 DV115 RS09810 WP 003750806.1 GAYGLSDIPPECRCPEMGFTLHTEDFGIKRLRDWFARDDVRLPEVCRAAAETLDFHTVNGFLNGFIDMVCQDPDGNICII 1120
NTDB id 1132 OK783 RS01905 WP 010951035.1 GAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMVCQDPDGNICII 1120
consensus !!!!!!!!!! !!*!!!!!!!!!!!!!*!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo DYKSNHYLGADASAYTRQAMDEAVAHHQHYYLQAL IYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGVWRWDIDAAAL
NTDB id 305660 DV115 RS09810 WP 003750806.1 DYKSNYLGADASAYTRQAMDEAVAHHHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGVWRWDIDAAAL 1200
NTDB id 1132 OK783 RS01905 WP 010951035.1 DYKSNHL....SAYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGVWRWDIDAAAL 1196
consensus !!!!!*!****!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EQIK
NTDB id 305660 DV115 RS09810 WP 003750806.1 EQIK 1204
NTDB id 1132 OK783 RS01905 WP 010951035.1 EQIK 1200
consensus !!!!

X non conserved

X similar

X ≥ 50% conserved


