
logo MSENKQNEVLTGYEQLKRRNRRRLVTASCSLVAASC I LLAAALSSDGPADENSDNPAEPQATAGETGSASTVENSKQATAGNATAQTPALKSAAE
NTDB id 305656 DV115 RS09195 WP 003753249.1 MSENKQNEVLTGYEQLKRRNRRRLVTASCLVAASCILLAAALSSGPAENDPAEQTAGETSSVENKAAGAAQTPALKS... 77
NTDB id 1129 NGFG RS01435 WP 003687618.1 MSENKQNEVLTGYEQLKRRNRRRLVTASSLVAASCILLAAALSSDPADSNPAPQA.GETGATESQTANTAQTPALKSAAE 79
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!* !!*! *!!! ! ! !!!!!!!!***

logo

NGETAADKPQDLAGEDKPSAADNSE I SEPENVGAPLVL INDRLEDSNIKGLEAESEKLPQQAETAKQTAEPKQAKQRAAEKVPSAT
NTDB id 305656 DV115 RS09195 WP 003753249.1 ....AADKPQDLAGEDKPSAANSEISEPENVGAPLVLINDRLEDSNIKGLEASEKPQQAETAQTAPKQAKQRAAEKVPAT 153
NTDB id 1129 NGFG RS01435 WP 003687618.1 NGETAADKPQDLAGEDKPSAADSEISEPENVGAPLVLINDRLEDSNIKGLEESEKLQQAETAKTEPKQAKQRAAEKVSAT 159
consensus ****!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!! ! !!!!!!!!!!!!*!!

logo ADSTDTVAVEKPKRSTAEPTKPQKAERTAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADKAEGKKTAE
NTDB id 305656 DV115 RS09195 WP 003753249.1 ADSTDTVAVEKPKRTAETKPQKAERTAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADKAEGKKTAE 233
NTDB id 1129 NGFG RS01435 WP 003687618.1 ADSTDTVAVEKPKRSAEPKPQKAERTAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADKAEGKKTAE 239
consensus !!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KDHRSDGKKHEMTAQKTDKADKTKTAEKEKSEGKASGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITE IMTDNGKVYRVKSS
NTDB id 305656 DV115 RS09195 WP 003753249.1 KDHSDGKKHEMAQKTDKADKTKTAEKEKSEKSGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITEIMTDNGKVYRVKSS 313
NTDB id 1129 NGFG RS01435 WP 003687618.1 KDRSDGKKHETAQKTDKADKTKTAEKEKSGKAGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITEIMTDNGKVYRVKSS 319
consensus !!*!!!!!!! !!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NYKNARDAERDLNKLRVHGIAGQVTNE
NTDB id 305656 DV115 RS09195 WP 003753249.1 NYKNARDAERDLNKLRVHGIAGQVTNE 340
NTDB id 1129 NGFG RS01435 WP 003687618.1 NYKNARDAERDLNKLRVHGIAGQVTNE 346
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!
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