
logo MFSFFRRKKKQETPALPEEAQI
VQETAAKAVESEVAQIVEGNIKEDAVESLATESVKGQRAVESAVETVSGSAVEQVKETVAEMPSEAAG

NTDB id 305642 DV115 RS05590 WP 003753660.1 MFSFFRRKKKQETPAPEEAQIQETAAKAESEVAQIVENIKEDAESLTESVKGQVESAVETVSSAVEQVKETVAEMPSEAA 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!!!!!!!!!!!*!!!!*!!!!!! !!!!!!!! !!!!! !!! !!!!! !!!!!!!! !!!!!!!!!!!!!!!!*

logo EAVAEKAAEQVEAVKEAVAETVSGAVEQVKEAVAEMPSEAEEAAEKAAERYVESAKEAVAETVGEAVVEGQVQEAVAAMPSEAA
NTDB id 305642 DV115 RS05590 WP 003753660.1 EVAEKAAEQVEAVKEAVAETVSGAVEQVKEAVAEMPSEAEEAAEKAAEYVESAKEAVAETVGEVVEQVQEAVAAMPSEAA 160
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAE............................................RVESAKEAVAETVGEAVGQVQEAV........ 108
consensus ! !!******************************************** !!!!!!!!!!!!!! ! !!!!!!********

logo APTTEEHSKLPGSWAARLKQGLATKSRDKMAKSLAGVFGGGQIDGEDLYEELETVL ITGDMGMEATEYLMKDVRDGRVSLKGLKDGN
NTDB id 305642 DV115 RS05590 WP 003753660.1 APTEESKPSWAARLKQGLTKSRDKMAKSLAGVFGGGQIDEDLYEELETVLITGDMGMEATEYLMKDVRDRVSLKGLKDGN 240
NTDB id 1118 NGFG RS11455 WP 003696286.1 ATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGN 188
consensus !*!!!*!* !!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo ELRGALKDEALYDL IKPLEKPLVLPETKEPFVIMLAGINGAGKTTS IGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWG
NTDB id 305642 DV115 RS05590 WP 003753660.1 ELRGALKDALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWG 320
NTDB id 1118 NGFG RS11455 WP 003696286.1 ELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWG 268
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

E
GRNNVTVI SQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE IKKVKRVLQKAIPDGAPHE I IVVLDANIGQ

NTDB id 305642 DV115 RS05590 WP 003753660.1 ERNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPDAPHEIIVVLDANIGQ 400
NTDB id 1118 NGFG RS11455 WP 003696286.1 GRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQ 348
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!

logo NAVNQVKAFDDALGLTGL IVTKLDGTAKGGI LAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD
NTDB id 305642 DV115 RS05590 WP 003753660.1 NAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 469
NTDB id 1118 NGFG RS11455 WP 003696286.1 NAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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