
logo MNKTLKRQVFRHTALYAAI LMFSHTGGGGGAMAQTHRKQYAI IMNEGRNQLPEVKQGWNGQSYSTIKDKDREKREKFYI
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NTDB id 305602 DV175 RS05710 WP 115437375.1 MNKTLKRQVFRHTALYAAILMFSHTGGGGGAMAQTRQYAIIMNEGNQPEVQWNGSYS.IKDKDRKREYTHHNHQQGGSSV 79
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGG.GGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGGGGSV 79
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!* !!!!!!! !!*!! !! !!*!!!!!! ! * ** * !! !!

logo

F
SFDNNSTDETLVSQRQRSGTAVFGTATYLPPYGKVSGFDAADAGLKQEKRNNAVDWIHTTHQAPGLAIGYASYDTDGVI

VCRSANTDQCPKQLVYEKTKRF
NTDB id 305602 DV175 RS05710 WP 115437375.1 SFNNSDELVSRQSGTAVFGTATYLPPYGKVSGFDAAALKERNNAVDWIHTTHPGLIGYSYDGVVCRSATDCPKLVYKTRF 159
NTDB id 1090 CAA90909.1 1..3114( ) FFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLVYETKF 158
consensus ! !*! !!! ! !!!!!!!!!!!!!!!!!!!!!! *! !!!!!!!!!!!**!! !! ! !*!!!* !! !!! !*!

logo SFDGNI
P
D
GLAKNTAGGGSLDRHPTDEPSRDENSP IYKLKDHYPWLGVSFNLGASEGNATAVKDNGKSTFINKL IVSSFDSEGKNKNNSNNQNTI

LVSYTTERGHRDS
NTDB id 305602 DV175 RS05710 WP 115437375.1 SFDNPDLAKTGGGLDRHTEPSRDNSPIYKLKDYPWLGVSFNLGAEGAAKNGKTINKLVSSFDEKNKNSNNNLVYTTEGRD 239
NTDB id 1090 CAA90909.1 1..3114( ) SFDGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNN..NQTIVSTTRGHS 236
consensus !!! * !!! *! !!!!**!!!*!!!!!!!!!*!!!!!!!!!! ! ! !!* !!!*!!! ! ! **!* *! !! !*

logo I SLGSDWKQREHSTAMAYYLNAKLHLLDKKGQI EQDNIATQDGKTVDQLGTVLRPRS IVDEAVKTTVQRKRTGLAGEGI
LLANFYWARTWDKI EKDDKGNQIPTVKRLGL

NTDB id 305602 DV175 RS05710 WP 115437375.1 ISLGDWQRESTAMAYYLNAKLHLLDKKQIQNIT.DKTVQLGVLRPSIDVKTQKTGLAGILAYWARWDIKDDGQIPVKLGL 318
NTDB id 1090 CAA90909.1 1..3114( ) ISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRR...GELLNFWATWKIEDKGNITVRLGL 313
consensus !!! !! !!*!!!!!!!!!!!!!!!!! ! ! * !!! !! !!! ** ***** *! *!! ! ! ! !*!*!*!!!

logo

P
Q
E
QVKAGRCVNKANNPNPNAKAPSPALTAPALWFGPVKQDNGKAEMYSASVSTYPDSSSSQR I FYLQNLKSRKDTDPTGSKPGRHYSLEKPTL

NTDB id 305602 DV175 RS05710 WP 115437375.1 QQVKAGRCVNKNNPNPNAKAPSPALTAPALWFGPVQNGKAEMYSASVSTYPDSSSSQIFLQNLSRKDDTSKPGRYSLKPL 398
NTDB id 1090 CAA90909.1 1..3114( ) PEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETL 393
consensus * !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !*!!!! !! !* !!!!*!! *!

logo

S
T
A
E
N
SDIKQSKREPNFTGRQTI IRLDNGGVRE IKLDNRNSNTEAVTVGNFLNGNDGKNNDETFGIVKSDEGLGSFVEMPDTSEWKKVLLPWTVRGFADD

NTDB id 305602 DV175 RS05710 WP 115437375.1 SASDIQSKEPNFTGRQTIIRLDGGVREIKLNRSN.EATGLNGNDGKNETFGIVSEGSFMPDTSEWKKVLLPWTVRGFADD 477
NTDB id 1090 CAA90909.1 1..3114( ) TENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADD 473
consensus * !! !*!!!!!!!!!!!!! !!!!!!!! ! !*! !!!!! !*!!!!! * !!!!!!!!!!!!!!!!!!!!!

logo

N
SKFKAEFNKEEKNNDNKPKYSQKYRSRDNGNKGHERNLGDIVNSP IVAVGEGYLATSANDGMVHI FKKQGNSGGDEKRNSYNSLKLSYI

NTDB id 305602 DV175 RS05710 WP 115437375.1 SKFKEFNKEEKNNDNKPKYSQKYRSRDNGKHERNLGDIVNSPIVAVGGYLATSANDGMVHIFKKGNGGDERNYSLKLSYI 557
NTDB id 1090 CAA90909.1 1..3114( ) NKFKAFNKEE.NNDNKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQ.SGGDKRSYNLKLSYI 551
consensus !!! !!!!!*!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! * !!! ! ! !!!!!!



logo PGTMPRKDNI EQNNTDESTLAKDELVRATFAEKGYVGDRYGVDGGFVLRKQVDNNLNGQDNRVFMFGAMGFGGRGAYALDLTKADGSNSDNPT
NTDB id 305602 DV175 RS05710 WP 115437375.1 PGTMPRKNIENNDSTLAKELRAFAEKGYVGDRYGVDGGFVLRQVNNLNGQDRVFMFGAMGFGGRGAYALDLTKADSNNPT 637
NTDB id 1090 CAA90909.1 1..3114( ) PGTMPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPT 631
consensus !!!!!!! ! ! *!!!!!**! !!!!!!!!!!!!!!!!!!!! ! !!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!

logo AVSLFDVKDNDNGKNNGSNNGRVELGYTVGTPQIGKTHDNGKYAAFLASGYATKE I ITSGDNKTALYVYDLEGNGTNNL IKKI EVP
NTDB id 305602 DV175 RS05710 WP 115437375.1 AVSLFDVKNDK.NSNNGVELGYTVGTPQIGKTHNGKYAAFLASGYATKEI.TSGDNKTALYVYDLEGNGTNNLIKKIEVP 715
NTDB id 1090 CAA90909.1 1..3114( ) AVSLFDVKDNGNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVP 711
consensus !!!!!!!! *! !! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPKQQWSAVRATI FEKGDTKP ITSAPAI SQLKDKRVVI FGTGSDL
NTDB id 305602 DV175 RS05710 WP 115437375.1 GGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPKQWSARAIFKGDKPITSAPAISQLKDKRVVIFGTGSDL 795
NTDB id 1090 CAA90909.1 1..3114( ) GGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDL 791
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! ! !! ! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo SEDEDVDLNSMTESEQYIYGI FDDDTAATSTGNVDTVKNFLKSDGLSGGGLLEQVLERQRDNDKDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVK
NTDB id 305602 DV175 RS05710 WP 115437375.1 SEDDVLSTSEQYIYGIFDDDTAASNVDVKLKGLGGGLLEQVLEQ..KDKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVK 873
NTDB id 1090 CAA90909.1 1..3114( ) SEEDVDNMEEQYIYGIFDDDTATTG.TVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVK 870
consensus !!*!! !!!!!!!!!!!!! * * ! !!!!!!!!! ** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PTVVLRTAFVTIHKYTGTDKCGAETAI LG INTADGGKLTKKSARP IVPEANQTAVAQYSGHKKGTATNGKS IP IGCMQKGSNE I
T

NTDB id 305602 DV175 RS05710 WP 115437375.1 PTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANQAVAQYSGHKKTANGKSIPIGCMQKGNET 953
NTDB id 1090 CAA90909.1 1..3114( ) PTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEI 950
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!! !!

logo VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPMTCGMKRI
NTDB id 305602 DV175 RS05710 WP 115437375.1 VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPMCGMKRI 1033
NTDB id 1090 CAA90909.1 1..3114( ) VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRI 1030
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!
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logo SWREVFFYO
NTDB id 305602 DV175 RS05710 WP 115437375.1 SWREVFF. 1040
NTDB id 1090 CAA90909.1 1..3114( ) SWREVFY* 1037
consensus !!!!!!*



X non conserved
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X ≥ 50% conserved


