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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NG..DREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SG..EIEADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 305305 DWB96 RS11465 WP 145375965.1 ....MINRVVLVGRLTKDPEFRTTPSGVEVANFTLAINRNFTNA.QG..ERESDFINVIVFRKQAQNVNNYLSKGKLAGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SG..EREADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD........................................ 113
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQS..Q...........EAYQRPAQQSRQP 139
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NTDB id 624 LCA RS00040 WP 011373726.1 AANNTQ...A......DPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ................................... 113
NTDB id 305305 DWB96 RS11465 WP 145375965.1 NDKAQS...S......NPFANANGPIDISDDDLPF 156
NTDB id 113 BSU 40900 NP 391970.1 QGNSFN...D......DPFANDGKPIDISDDDLPF 172
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQSAPQQ......YSQPQYNEPPMDFDDDIPF 177
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