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NTDB id 305132 DV445 RS06680 WP 114921987.1 MSRSILPFDPLTVPVQGTALIEASAGTGKTYGIAALFARLILLEKLPVDKVLVVTFTKAATAELKTRLRGRLDEAFRRIR 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
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NTDB id 305132 DV445 RS06680 WP 114921987.1 GDKMD..................EEADGFMRGLLEQAARQETPERLELRLKAALSQFDNAAIYTIHGFCQRLLGDYAFLC 142
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
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logo QAVPFDETVESLSATDEDEDNDGDKRERLLNTVPYAQDFWREHNRVSGHDAPQVLNAARLAFHKARDKALTVPDQQTVLAQQFIRSARYLGSRPDYLLNFRRPQATDLAKAQAEQTERDRAEQAT
NTDB id 305132 DV445 RS06680 WP 114921987.1 QVPFETSSADDNDKRELNTYAQDFWRHNVSHDAQNARLAFHADLTPDQVLQQFSRYLGRPDLLFRRPQTDLAAETERAQA 222
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGD.RLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAET 239
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NTDB id 305132 DV445 RS06680 WP 114921987.1 VWTELQQRFPDLKDLFWRVHPMLNGNKFRKTTYETKLAELEKLLQQTAMPAKWLETNLGNTNGESVFSADYLTAAVKKGQ 302
NTDB id 1132 OK783 RS01905 WP 010951035.1 SWQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDK....DTHERLLKLSSDKLEAGLKKGK 315
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logo TAPDPAEADVFLAAELQSFKLAHDKFVGRRTADLSNSALELDEAEEQQTATLMIARLQLDCL ILEQYLVNRRSSTALAEMQKRAKSTRQRERGSFPDDLLLDVHYHTALTADGNAPHAQDEKTLPAER
NTDB id 305132 DV445 RS06680 WP 114921987.1 TAPEADLAALSFLHKVRTASSALLDAEQQALIALQLDCLQYVRRTAAEQRATRQERSPDDLLLDVYHALTAGAHQDKLAE 382
NTDB id 1132 OK783 RS01905 WP 010951035.1 TPDAAVFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPAR 395
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NTDB id 305132 DV445 RS06680 WP 114921987.1 AVSQNWRVALIDEFQDTDPLQYEIFRRTFAAHGNPLFLVGDPKQAIYGFRGADIYAYLQAAADTPVHYTLAHNYRSHSLL 462
NTDB id 1132 OK783 RS01905 WP 010951035.1 AVAENWEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAAL 475
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NTDB id 305132 DV445 RS06680 WP 114921987.1 IDNIGRLFQQKERPFVLEHIGYPAVTAPRGTSRLTPPQAALKIRWLNDGGEPDPNKETLRSRAAEYCADEIAALINQAAE 542
NTDB id 1132 OK783 RS01905 WP 010951035.1 IGSIGALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASG 555
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NTDB id 305132 DV445 RS06680 WP 114921987.1 GRLNYKNTPVEAGQIAVLVHSHNQGAMIKRTLAARGIPSVSIERESVFAGEEAKALAALLGFWLEPRRTEPLRFILAGIL 622
NTDB id 1132 OK783 RS01905 WP 010951035.1 GRLNFKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGI 635
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NTDB id 305132 DV445 RS06680 WP 114921987.1 FGQTAEQLHALNRDEALLSGYISAAEDFLQIWQRQGIYAALTAFARRYGLEGRLLAADGGRTLTNFWQLAELLADENENS 702
NTDB id 1132 OK783 RS01905 WP 010951035.1 FGYDAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQN 715
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NTDB id 305132 DV445 RS06680 WP 114921987.1 HTPAALHQWLLAKIQDP..PQNENAVLRLESDEALVKIVTIHASKGLQYPFVFCPFSWDTAEKKNEAWHILHRE.NGSEL 779
NTDB id 1132 OK783 RS01905 WP 010951035.1 RNPAALHKWLRDQISLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAEL 795
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NTDB id 305132 DV445 RS06680 WP 114921987.1 LADSQLDEADREQLDDEDLGERLRLLYVALTRAEEQLVIYAARCSSTPRNTFAYLLEGLPSDGRLKTRQAYEAEKENQAE 859
NTDB id 1132 OK783 RS01905 WP 010951035.1 LAKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEKD.GIT 874
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NTDB id 305132 DV445 RS06680 WP 114921987.1 MLRRNWLRWINAAPEGIEW..QEGAPLSAAVQTRRRNGTEYRAAVYPPRRFSFIRHTSFTGLTRHLGHGPTRPDDDDGLQ 937
NTDB id 1132 OK783 RS01905 WP 010951035.1 MLKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPD...GGEEDAC 951
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NTDB id 305132 DV445 RS06680 WP 114921987.1 PALDPAELSAGSLLPLPDTDNAPRDIFHFPRGAAAGICLHEILEKHDFACPAGQQRENIAAILEKHGIETEWLDAVCLMA 1017
NTDB id 1132 OK783 RS01905 WP 010951035.1 PSLDAAETSVPAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAEMA 1031
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NTDB id 305132 DV445 RS06680 WP 114921987.1 DQTAAAPLHSGTTLSALPAARRKAEMGFVMHFDHLELGRLKNHLAA..ACLPEACTAAADRLDFPTLQGFLNGFIDLTCL 1095
NTDB id 1132 OK783 RS01905 WP 010951035.1 EACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMVCQ 1111
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NTDB id 305132 DV445 RS06680 WP 114921987.1 LPDGTACIIDYKSNHLGMDTGSYTQSALDQAVADHHYYLQAWIYALAAARHLKQRGQMPRTVRIRYLFLRGLDSGGSNGI 1175
NTDB id 1132 OK783 RS01905 WP 010951035.1 DPDGNICIIDYKSNHLS....AYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGK.GGGV 1186
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NTDB id 305132 DV445 RS06680 WP 114921987.1 WSWDIPAASLAEWL 1189
NTDB id 1132 OK783 RS01905 WP 010951035.1 WRWDIDAAALEQIK 1200
consensus ! !!!*!! !
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