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NTDB id 305130 DV445 RS06455 WP 114921962.1 MLHLYQSNRLEDLAELLWKIQESSPLSDPLQEEEILVQSQGMRRFIEHALAKSGGIAANLRFSLPAGFNWRLMRELLPGI 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus ! *!!!!!!!! !! ! *!! !! **!!*! !*!!!!!!!!** **!!* !*!!!! !!!!!! !*!!* !*!!!

logo PELSPFANPTEVMRWRLLDELFFRSADEGFLQSNAGAPEFYESADAVRNQAVLQSADYLGSGSGESSVAADYQLAGQLADI FDQYLVYRPTDQWIDAWQNQGR I
L
I
LG

NTDB id 305130 DV445 RS06455 WP 114921962.1 PELSPFNTEVMRWRLLELFFSDGLS.APEYSAARQALSAYLSGGSVAAYQLAGQLADIFDQYLVYRTDWIDAWQNGRLIG 159
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
consensus !!!!!! *!!!!!!!!*!! ! ***!* !* ! !! ! ! !!!!!!!!!!!!!!!!!!* !!!!!!*!!**!
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SAPHRVALWEHKLLADALDSAPGKADKLPERLYFVFGIASTLMAPMYLQLLHQAKLVASEQHCSDEVFHI

VFALNPAS
NTDB id 305130 DV445 RS06455 WP 114921962.1 LGEDEIWQAELWRFLDDGRQIAPHRVALWHKLLDALSAPGAKLPERLFVFGIATLAPMYLQLLQAVAQHSEVHIFALNPA 239
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALD..KDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPS 238
consensus !!*!!!!! !!!*!!!!!! !!!!!!!!*!!! !! ** !!!!! !!!!! !*!!!!!!!!* * !**!**!!!!!
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NTDB id 305130 DV445 RS06455 WP 114921962.1 AEYWGNIIEPAQMLQNPDDTDLSQTGHPLLASLGKQGRDFFNALTESELHTDLQVYADEPLSDGLLHRLQYDIQTLSLPD 319
NTDB id 1133 OK783 RS06970 WP 010951252.1 GMHWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEE.GGRDTLLHALQTDIQNLKMPS 317
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NTDB id 305130 DV445 RS06455 WP 114921962.1 GT....AALDDSIRIVCAHSPLRELQILKEHLLQQFDRHPDLQPHDIAVLTPDIEPYVPFIEAVFGEQ..SGRPLPYSVS 393
NTDB id 1133 OK783 RS06970 WP 010951252.1 ENVGSVGTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVS 397
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NTDB id 305130 DV445 RS06455 WP 114921962.1 DVKLSRRRPLLHALEQVLELFDSRFEADKVTALLDSEPVLTRFGLTREDLPLLHDTIASLNIHWGLDAEMRDGADPLFTW 473
NTDB id 1133 OK783 RS06970 WP 010951252.1 DVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTW 477
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NTDB id 305130 DV445 RS06455 WP 114921962.1 QQGLDRLALGWLLPYGG.GLWQGISPWHTDPGHTAVLSRFAAFIRRLAHWRQIWMQPENIGGWTERVRKLAGELFTPTED 552
NTDB id 1133 OK783 RS06970 WP 010951252.1 KQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPD 557
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NTDB id 305130 DV445 RS06455 WP 114921962.1 DGQSVRQLEQALARWHQEAELAGFGGKLPYSVINLHLARFLGSQSETGFLRGGITFCSMVPMRSLPFKTICLLGLNDGLF 632
NTDB id 1133 OK783 RS06970 WP 010951252.1 DQKAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDF 637
consensus ! ! *!!* *!* ! !!!! ! !! * !* !!! ! !! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!! !

logo PRNTKRAAAVFDL IVAKRHPAKKGDRARRDDDRYLFLEASL I SAREHI LYLSYI
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VAADMTGKTNSSTAREQ
NTDB id 305130 DV445 RS06455 WP 114921962.1 PRNTRAAAFDLIARHPKKGDRARRDDDRYLFLESLISAREHLYLSYVGRSIRTNEALAPSALLNELADCIADMTGKSTAE 712
NTDB id 1133 OK783 RS06970 WP 010951252.1 PRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSRQ 717
consensus !!!!*!! !!!*!*!! !!!!!!!!!!!!!!!! !!!!!!*!!!!!*!! !! ! !!*! !! !! !**! !!! *
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NTDB id 305130 DV445 RS06455 WP 114921962.1 LYAGQIEQHPLQAFSTRYFDGGSLS....SSRQDYADALNRPSEKRPPFYTRPLEDGKPPLSVSQNELAAFWKNPVKHWL 788
NTDB id 1133 OK783 RS06970 WP 010951252.1 LAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRNPVKVWL 797
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NTDB id 305130 DV445 RS06455 WP 114921962.1 RHTLDWQPPYLEEADSAGEPFAPPKSREIAAAYLQARREHRDFADTAAELTAQSMLPAGQLGTLWRTNFETAAKSLEQEI 868
NTDB id 1133 OK783 RS06970 WP 010951252.1 Q.QLAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAKQIDTAV 876
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NTDB id 305130 DV445 RS06455 WP 114921962.1 LDSPKLPAAPYEYLSDGLTLHGSLTALHLHGQIHFLDHRPNAPEKIGLYLQHLIYNTVRPAGSGDLSSRWVLPDEILTLP 948
NTDB id 1133 OK783 RS06970 WP 010951252.1 LNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSGETEVLA 956
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LLNSEGWLMAFYFYLNIGQNTRPLPFFAPKTSLAAAEQATFLALQSEKSKKSEDEQDKLWEQAALRKAKAAQTAHYFYGGSKMVNSKVGQAKDYATEVAL
NTDB id 305130 DV445 RS06455 WP 114921962.1 PVPAGQAAEILNGWLAYYLIGQTRPLPFFPKTSLAAAQTLLSESKKSEDEKLQAARKAAATHYFGGKMNVGQADYAEVAL 1028
NTDB id 1133 OK783 RS06970 WP 010951252.1 EIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQK......QDWEAALKKAQTAYYGSKVSKGQKDYTEVAL 1030
consensus *** ! *! !*!** !!! !!!!!!*!!!!!!! ****** !! ! ! !*!*! !* !! !! !!!!
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LEQSEPLFEWLNLAVERLNLLALDPTLASAALEQEKAREVGTGAA

NTDB id 305130 DV445 RS06455 WP 114921962.1 VFGKDETPPIESELFWLLVENLLLPTLSALQEAV..... 1062
NTDB id 1133 OK783 RS06970 WP 010951252.1 VFGNASQNPLEQPLFENLARL.LADTLAAAEKREGTGAA 1068
consensus !!! *!*! *!! ! *! *!! ! *****
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