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NTDB id 305125 DV445 RS04325 WP 199903599.1 MKKLVDVKFFPILGMALAVQAVFAGNITDINVSTLPNNQKIVKVKFDKDTVLPSNSMINEPSSRIALDFPATGVILQQST 80
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFV.TSSPARIALDFEQTGISMDQQV 79
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFV.TSSPARIALDFEQTGISMDQQV 79
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFV.TSSPARIALDFEQTGISMDQQV 79
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NTDB id 305125 DV445 RS04325 WP 199903599.1 FEYVDSLLSQVTAVKNGNNARVLLGLNRLGQYKAEVKGKEVWIYVNEVVSSSHTTSS....................... 137
NTDB id 1115 OK783 RS00485 WP 003698035.1 LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA........ 151
NTDB id 1100 NMB RS09455 WP 002225652.1 LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSA 159
NTDB id 1092 CAD91899.1 1..2286( ) LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSA 159
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NTDB id 305125 DV445 RS04325 WP 199903599.1 .....................LQSINS..............................KISSSEASVVTVDFKKSGKSNGS 166
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NTDB id 305125 DV445 RS04325 WP 199903599.1 IEIMTGKFQGKPDIKQNNSNLTITLKNYPLPVQAQRNLDVSDFSTPVRNIVLKRIGNDTQIVIKNQGAWAHNIKTMNDRM 246
NTDB id 1115 OK783 RS00485 WP 003698035.1 IELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGY 273
NTDB id 1100 NMB RS09455 WP 002225652.1 IELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGY 319
NTDB id 1092 CAD91899.1 1..2286( ) IELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGY 311
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NTDB id 305125 DV445 RS04325 WP 199903599.1 .VVDITHKSLIESSGLPSNQNKSFKGNKVSLDFQDVDVRTVLQILAKESGMNIVASDSVTGKMTLTLKDVPWDQALDLVM 325
NTDB id 1115 OK783 RS00485 WP 003698035.1 FTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVM 353
NTDB id 1100 NMB RS09455 WP 002225652.1 FTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVM 399
NTDB id 1092 CAD91899.1 1..2286( ) FTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVM 391
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NTDB id 1100 NMB RS09455 WP 002225652.1 QARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTT.....GNRNTL 474
NTDB id 1092 CAD91899.1 1..2286( ) QARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTT.....GNRNTL 466
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NTDB id 1115 OK783 RS00485 WP 003698035.1 VSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNET..... 503
NTDB id 1100 NMB RS09455 WP 002225652.1 ISGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDT..... 549
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NTDB id 305125 DV445 RS04325 WP 199903599.1 AGANRNSYVDKQRTLANWSRNPSQDIPALPAWTVDPNVNLPTAAATSSIALVHALSSGALGLELSAQQAQNKLKIVSTPR 565
NTDB id 1115 OK783 RS00485 WP 003698035.1 .............SAFGWGVN..SGFGGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPR 568
NTDB id 1100 NMB RS09455 WP 002225652.1 .............SAFGWGVN..SGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPR 614
NTDB id 1092 CAD91899.1 1..2286( ) .............SAFGWGVN..SGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPR 606
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NTDB id 305125 DV445 RS04325 WP 199903599.1 VLTQDRKEAIIESGTEIPYQEASSSG...ATSTSFKKAVLGMTVTPNITPDGQIIMDIKINKDSVNPDC..GATEPCINT 640
NTDB id 1115 OK783 RS00485 WP 003698035.1 VLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCIST 648
NTDB id 1100 NMB RS09455 WP 002225652.1 VLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCIST 694
NTDB id 1092 CAD91899.1 1..2286( ) VLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCIST 686
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