YLKAFDRK\WDRA YS LV LV TV SINL Q SHIL
NTDB id 1187 NEISUBOT RS06510 WP 050767750.1 Q
NTDB id 305077 DV311 RS12135 WP 114936156.1 MEADNRGFTL ELISVVLILSVLALIVYPSYRNYVEKAKINAVRAALLENAHFMEKFYLQNGRFKQTST
NTDB id 1117 NGFG RS06520 WP 002214937.1 MTDNRGFTLVELISVVLILSVLALIVYPSYRNYVEKAKINAVRAALLENAHFMEKFYLQNGRFKQTST,
NTDB id 1085 NMV RS10945 WP 002218144.1 MTDNRGFTLVELISVVLILSVLALIVYPSYRNYVEKAKINAVRAALLENAHFMEKFYLQNGRFKQTST
consensus

\

‘ VI AE RVLRLIWSSTAW K Dl "
NTDB id 1187 NEISUBOT RS06510 WP 050767750.1
NTDB id 305077 DV311 RS12135 WP 114936156.1 KWPSLPIKEAEGFCIRLNGIARGALDSKFMLKAVAIDKDKNPFIIKMNENVTFICKK SASSCEDGLDYFKGNDKDCK
NTDB id 1117 NGFG RS06520 WP 002214937.1 KWPSLPIKEAEGFCIRLNGIARGALDSKFMLKAVAIDKDKNPFIIKMNENLVTFICKKMMSASSCSDGLDYFKGNDKDCK
NTDB id 1085 NMV RS10945 WP 002218144.1 KWPSLPIKEAEGFCIRLNGIARGALDSKFMLKAVAIDKDKNPFIIKMNENLVTFICKKMMSASSCSDGLDYFKGNDKDCK
consensus fokck Dl Pokokok Dok D1 Dok 1
logo
NTDB id 1187 NEISUBOT RS06510 WP 050767750.1 PFTG 164
NTDB id 305077 DV311 RS12135 WP 114936156.1 LIAKE 149
NTDB id 1117 NGFG RS06520 WP 002214937.1 LIRKR 149
NTDB id 1085 NMV RS10945 WP 002218144.1 LIAKR 149
consensus * ok

X non conserved
B similar
>50% conserved

160
146
146
146



