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NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIG....GAKAAEEARA 76
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .......MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQLQSFTPKQWLACGLKPEQL.VF......LTTQAAKQAEQ 66
NTDB id 1094 KZH42 RS01320 WP 002224767.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQA.LEAWRNAEKRALARQAAEA 72
NTDB id 1089 NMB RS00600 WP 002224767.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQA.LEAWRNAEKRALARQAAEA 72
NTDB id 305072 DV311 RS10875 WP 114935901.1 .......MTEDERFAWLQLAFTPYIGAESFLLLLRRFGSASNALSAPAEQVAPAVRHKQA.LEAWRNAEKRALARQAAEA 72
NTDB id 1122 OK783 RS09595 WP 003705341.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHA.LEAWRNAEKRALARQAAEA 72
NTDB id 1120 NGFG RS10355 WP 020997408.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHA.LEAWRNAEKRALARQAAEA 72
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FAGGTKRESALAG
NTDB id 1314 DR RS00625 WP 010886768.1 ELNKAAERG.VTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELA 155
NTDB id 1152 A1552VC RS00200 WP 000654772.1 CLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAV.......HDPAVAIVGSRNASVDGRQIARQFATELA 139
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ALEWEMRDGCRLMLL.QDEDFPEMLTQGLTAPPVLFLRGNVQLL.......HKPSAAIVGSRHATPQAMRIAKDFGKSLG 144
NTDB id 1089 NMB RS00600 WP 002224767.1 ALEWEMRDGCRLMLL.QDEDFPEMLTQGLTAPPVLFLRGNVQLL.......HKPSAAIVGSRHATPQAMRIAKDFGKSLG 144
NTDB id 305072 DV311 RS10875 WP 114935901.1 ALEWEMRDGCRLMLL.QDEDFPEMLAQGLTAPPVLFLRGNVRLL.......HKPSAAIVGSRYATPQAMRIAKDFGRALG 144
NTDB id 1122 OK783 RS09595 WP 003705341.1 ALEWEMRDGCRLMLL.QDEDFPEMLTQGLTAPPVLFLRGNVRLL.......HKPSAAIVGSRHATPQAMRIAKDFGRALG 144
NTDB id 1120 NGFG RS10355 WP 020997408.1 ALEWEMRDGCRLMLL.QDEDFPEMLTQGLTAPPVLFLRGNVRLL.......HKPSAAIVGSRHATPQAMRIAKDFGRALG 144
consensus *!************* *****!**!******!*!!***!** ** ******!!!*!*!************* !*

logo

A
Q
G
A
S
KGLVI LVP I

T
V
T
VSGLMALRSGVIDGTYAAHDTQAGALEQAAQESGGEASSPQGTVIGAVLWGSTAGLVIADQVRVIYPKRPEQVAHNHQKDGNLAEGYREMI IAAEQKGAVLLVIVSEYFAPLPIHGTGPRPAKYQADHGHNFPSR

NTDB id 1314 DR RS00625 WP 010886768.1 AAGVLIVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRM....VVVSEYPLGTGPAQHHFPS 231
NTDB id 1152 A1552VC RS00200 WP 000654772.1 QSGLVVTSGLALGIDGYAHDGALQAQG.....QTVAVLGSGLAQVYPKQHQGLAERIIAQGALVSEFAPHTPPKADHFPR 214
NTDB id 1094 KZH42 RS01320 WP 002224767.1 GKGIPVVSGMASGIDTAAHQGALQAEG.....GTIAVWGTGIDRIYPPVNKNLAYEIAEKGLIVSEFPIGTRPYAGNFPR 219
NTDB id 1089 NMB RS00600 WP 002224767.1 GKGIPVVSGMASGIDTAAHQGALQAEG.....GTIAVWGTGIDRIYPPVNKNLAYEIAEKGLIVSEFPIGTRPYAGNFPR 219
NTDB id 305072 DV311 RS10875 WP 114935901.1 GKGIPVVSGMASGIDTAAHQGALQAEG.....GTIAVWGTGIDRIYPPANKNLAYEIAEKGLIVSEFPIGTRPYAGNFPR 219
NTDB id 1122 OK783 RS09595 WP 003705341.1 GKGIPTVSGMASGIDTAAHQGALEAEG.....GTVAVWGTGIDRIYPPANKNLAYEIAEKGLIVSEFPIGTRPYAGNFPR 219
NTDB id 1120 NGFG RS10355 WP 020997408.1 GKGIPTVSGMASGIDTAAHQGALEAEG.....GTIAVWGTGIDRIYPPANKNLAYEIAEKGLIVSEFPIGTRPYAGNFPR 219
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NTDB id 1314 DR RS00625 WP 010886768.1 RNRVIAALSAGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGLAPA 311
NTDB id 1152 A1552VC RS00200 WP 000654772.1 RNRIISGLSLGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNAL... 291
NTDB id 1094 KZH42 RS01320 WP 002224767.1 RNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNT 299
NTDB id 1089 NMB RS00600 WP 002224767.1 RNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNT 299
NTDB id 305072 DV311 RS10875 WP 114935901.1 RNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNT 299
NTDB id 1122 OK783 RS09595 WP 003705341.1 RNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNT 299
NTDB id 1120 NGFG RS10355 WP 020997408.1 RNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNT 299
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NTDB id 1314 DR RS00625 WP 010886768.1 PAV....PDLPPEQARV..............................L.RALQTPATLDDLAATTGLSIPELQTALVMLQ 356
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...TWSLSEQVPYQATLFSA...............VQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELE 353
NTDB id 1094 KZH42 RS01320 WP 002224767.1 GASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELE 379
NTDB id 1089 NMB RS00600 WP 002224767.1 GASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELE 379
NTDB id 305072 DV311 RS10875 WP 114935901.1 GASSYSINKGMPEKRITAVQTAYAPPPSPEGKMPSEGAACGTALGSILDKMGFDPVHPDVLAGQLAMPAADLYAALLELE 379
NTDB id 1122 OK783 RS09595 WP 003705341.1 GASSYSINKDTPDTGRRAVQTAYAPPP..AAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELE 377
NTDB id 1120 NGFG RS10355 WP 020997408.1 GASSYSINKDTPDTGRRTVQTAYAPPP..AAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELE 377
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NTDB id 1314 DR RS00625 WP 010886768.1 LQGLAYEV.GGRWSR... 370
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LLGHVVAVPGGYIRKGRG 371
NTDB id 1094 KZH42 RS01320 WP 002224767.1 LDGSVAAMPGGRYQRIRT 397
NTDB id 1089 NMB RS00600 WP 002224767.1 LDGSVAAMPGGRYQRIRT 397
NTDB id 305072 DV311 RS10875 WP 114935901.1 LDGSVAAMPGGRYQRIRT 397
NTDB id 1122 OK783 RS09595 WP 003705341.1 LDGSVAAMPGGRYQRIRT 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 LDGSVAAMPGGRYQRIRT 395
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