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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 305063 DV311 RS07220 WP 114935570.1 MTELQHPVLVVDDETDILDLMEMTLMKMGLRVHTASGVAEAKNKLDSQRYSLVLTDMRMPDGSGLEVVQHINSRLLDTPV 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT............................. 131
NTDB id 305063 DV311 RS07220 WP 114935570.1 AVITAFGNADQAQEALRCGAFDYIQKPITLARLRSLVKSAISVSENQNKIPEPPVRTASPVSSPMPSEAPEPANAIPAAP 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA................................ 126
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VNCGAIPESTNEL

NTDB id 1045 H0N27 RS16330 WP 168727019.1 .......ENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTEL 204
NTDB id 305063 DV311 RS07220 WP 114935570.1 PVSAALPYAEPDMPRLLGSSPQMVEIRHLIRRLAPGKVPVYISGESGTGKEQAARTIHELSDRADKPFVAVNCGAIPENL 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .......EEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSEL 199
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDL 284
NTDB id 305063 DV311 RS07220 WP 114935570.1 MESEFFGYRKGSFTGADKDHNGFFRHADGGTLFLDEVADLPLSMQVKLLRAIQEKAVRRIGDTAEQPVDVRIVCATHKNL 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 MESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDL 279
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMI 364
NTDB id 305063 DV311 RS07220 WP 114935570.1 EALVESGAFRQDLYYRLNVVSLNMPSLREMREDLKLLIPYLLYKHSRNN..RSYTLSPAAQQMLLNYSYPGNFRELENIL 398
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENML 359
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ERAITLSEDATIDISHLHPAPLRANISNP..FASAAQSIQ.TTVAAPQAV..KKLPSEGLERYLENIEKDILLNALNMTH 439
NTDB id 305063 DV311 RS07220 WP 114935570.1 ERAVALCVGHTVQIDDLQIQDVRHKPVRTETAERAADTLPSETAAAPSRVLPFDPDTMQIQDYLDQIERDIIEQTLKQTE 478
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ERAYTLCEDDQIQPHDLRLADAPGASQEG..............A.......ASLSEIDNLEDYLEDIERKLIMQALEETR 418
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 WNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 305063 DV311 RS07220 WP 114935570.1 GNRTQAAKRLGISFRSMRYRMERLNIG....... 505
NTDB id 1473 PAKAF RS24000 WP 003094694.1 WNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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