
logo MELRQTDEFAQAAARAAIRFLERYAGSGNSEVLANCTERLFQALQNGHSF IRLSGSDGEADGALPSALAPVVGTSAAPL I LEGRRL
NTDB id 305055 DV311 RS05030 WP 114935359.1 MERQTDEFAQAAARAAIRFLERYAGSGSEVLANCTERLFQALQNGHSFIRLSSGEAGALPALAPVVGTSAAPLILEGRRL 80
NTDB id 1134 OK783 RS03985 WP 010358120.1 MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGTSAAPLILEGRRL 80
consensus !! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !! !!*!!!!!!!!!!!!!!!!!!!!

logo FLGRMWQLEYDLAAE IKRLAAAGTSAPDAAGARQNLAKWFQGATGSEGQRDAAALALLQFSFMVITGGPGTGKTTTVAKLLA
NTDB id 305055 DV311 RS05030 WP 114935359.1 FLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGTGSEGQRDAAALALLQSFMVITGGPGTGKTTTVAKLLA 160
NTDB id 1134 OK783 RS03985 WP 010358120.1 FLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLLA 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo L ICGEDNENLPHNIALAAPTGKAAAHMARALHRAS INGFDAPEGATVRRHLLKLEGQTVHRLLKLRSPPKMQAAFDNHP I
V
R
YPLPFDVL

NTDB id 305055 DV311 RS05030 WP 114935359.1 LICGEDENLPNIALAAPTGKAAAHMARALHRAINGFDAPGTVRRHLLKLEGQTVHRLLKLRPPKMQAAFNPVYPLPFDVL 240
NTDB id 1134 OK783 RS03985 WP 010358120.1 LICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDVL 240
consensus !!!!! !!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!! * !!!!!!!

logo

I
V
I
VDEASMLDTALMLQLLKAVKTGARVI LLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPAVLA

NTDB id 305055 DV311 RS05030 WP 114935359.1 VIDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPALA 320
NTDB id 1134 OK783 RS03985 WP 010358120.1 IVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLA 320
consensus **!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo QNTAHLSFSHRFGDNSGIGCLARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNI EAAYAGI
NTDB id 305055 DV311 RS05030 WP 114935359.1 QNTAHLSFSHRFGDNSGIGCLARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYAGI 400
NTDB id 1134 OK783 RS03985 WP 010358120.1 QNTAHLSFSHRFGDNSGIGCLARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYAGI 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SDIVVLAAWRQDAEDFNEAYCRSHYVRRKMNIPEHLAYFAGEP IMIRQNDYALELFNGDIGL IMEDVGRQGSLAAYFAPDATDG
NTDB id 305055 DV311 RS05030 WP 114935359.1 SDIVVLAAWRQDAEDFNEAYCRHVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFPDTDG 480
NTDB id 1134 OK783 RS03985 WP 010358120.1 SDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFADADG 480
consensus !!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!

logo FKKVAVSCLPDEFEPAFALMTVHKSQGSEYREVWLLPPSADAGPSSDDEAGDDALSGLSKREGLLYTAITRAREKFVFFGGEKEKATFCRQAAV
NTDB id 305055 DV311 RS05030 WP 114935359.1 FKKVAVSCLPDFEPAFALTVHKSQGSEYREVWLLPPSAGSSDDADDALSGLSRGLLYTAITRAREKFVFFGGEEAFRQAA 560
NTDB id 1134 OK783 RS03985 WP 010358120.1 FKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFCQAV 560
consensus !!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!! **!!**!!!!!!!!* !!!!!!!!!!!!!!!!!! !*!!



logo

A
NTVKAVRQTALGSMLEGRVFSQE

NTDB id 305055 DV311 RS05030 WP 114935359.1 ATVKARQTALGSMLGRVFSQE 581
NTDB id 1134 OK783 RS03985 WP 010358120.1 NTVKVRQTALGSMLERVFSQE 581
consensus !!! !!!!!!!!! !!!!!!
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