
logo MCTRKQQGFTL ITELL IVMAVIAAIMAMTIALPNSMSGRWIASRR IASHRAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGATPVN
NTDB id 305050 DV311 RS03320 WP 114935177.1 MCTRKQQGFTLIELLIVMVIAAIMAMIALPSMSRWIASRRIASRAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGTVN 80
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus !!!!!!!!!!! !!!!!! !!!!!! !!!! !! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!

logo NQRCDFSKKGQRGMLAFGDKNGNKAYDGNDATAVDVFLRSVVLNDATDDSR INYAFNHIAFGQSSTQPTADRVVWTFNQNGATFGYLSPSD
NTDB id 305050 DV311 RS03320 WP 114935177.1 NQCDFSKKGQGMLAFGDKNGNKAYDGDAADVFLRSVVLNDADDSRINYAFNHIAFGQTQPTADRVVWTFNQNGAFGYSSD 160
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLNDTDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLPD 160
consensus ! !!!!!!! !!!!!!!!!!!!!!! ! !!!!!!!!!!! !!!!!!!!!!!!!!! *!!!!!!!!!!!!!!! !!! *!

logo QNLKTDRNTSGKFVYSDGYIQIVLTDAKRAVSADADDEKKFRSAVVL IDNGSSGRVEVCPRKRNDTRAVCKQHQ
NTDB id 305050 DV311 RS03320 WP 114935177.1 QNLTRTSGFVYSDGYIQIVLTDAKAVSADEKKFRSAVVLIDGSGRVEVCPRNDTRAVCQHQ 221
NTDB id 1136 NGFG RS02420 WP 003687912.1 QNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH. 220
consensus !!! ! !!!!!!!!!!!!!!!*!!! *!!!!!!!!!! !!!!!!!**!!!!!!! !*
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