
logo MKHYYALFL I SFLALALSACSQDGSEDLNAEWMAQTQRQREAKAEGI IPFQAPTLPVAPVYSPPQLPTGPNAFDFHRRMEATADKKGEGNAPDT
NTDB id 305040 DV311 RS01175 WP 096108043.1 MKYYALFISLAALSACSQDSEDLNAWMAQTQQEAKAGIIPFQAPTLPVAPVYSPPQPTGPNAFDFHRMEAAKKGGNAPDT 80
NTDB id 1101 NMB RS09450 WP 002214522.1 MKHYALLISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGENAPDT 80
consensus !!*!!! !! !!!!!!! !!!!! !!!!! !!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!! !!! !!!!!

logo KRIKEATLEKFSLENI
MRYVGI LKSGQKVSGF IVEADEGYVYTVGI

VGNYLGQNYGKR I EQS ITDDS IVLNEL I EDGSTGNWVSRKRAE
NTDB id 305040 DV311 RS01175 WP 096108043.1 KRIKEALEKFSLENIRYVGILKSGQKVSGFVEADGYVYTVGIGNYLGQNYGKIQSITDDSIVLNELIEDGTGNWVSRRAE 160
NTDB id 1101 NMB RS09450 WP 002214522.1 KRIKETLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDSTGNWVSRKAE 160
consensus !!!!! !!!!!!!!*!!!!!!!!!!!!!!!*!!*!!!!!!!*!!!!!!!!!*! !!!!!!!!!!!!!!! !!!!!!!*!!

logo LLPLNASSDKNTEQAAAPAAEQN
NTDB id 305040 DV311 RS01175 WP 096108043.1 LPLNASDKNTEQAAAPAAEQN 181
NTDB id 1101 NMB RS09450 WP 002214522.1 LLLNSSDKNTEQAAAPAAEQN 181
consensus !*!! !!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


