
logo MNTKLTKI I SGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEVIVNPTGF IVTSSPAR IALDFEQTGI SMNDQQVL
NTDB id 305039 DV311 RS01170 WP 114934993.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEVVNPTGFITSSPARIALDFEQTGISMNQQVL 80
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!

logo EYADPLLGSKI SAAQNSSRARLVLNLNKPGQYNTEVRGNEKVWI LF INESDDTVSAPARPVAVKAAPAASPAKQQAAAPSTKSAV
NTDB id 305039 DV311 RS01170 WP 114934993.1 EYADPLLGKISAAQNSSRARLVLNLNKPGQYNTEVRGNEVWILINESDDTVSAPARPVVKAAPAASAKQQA......... 151
NTDB id 1115 OK783 RS00485 WP 003698035.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA......... 151
NTDB id 1092 CAD91899.1 1..2286( ) EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
NTDB id 1100 NMB RS09455 WP 002225652.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!*!!!!!!!*!!!!!*********

logo

SVSEPFTPAKQQAAAPFTESVVSVSAPFTSPSAKQQAAASAKQQATAAPAKQQAAAPAKQQAAASPAKQTNIDFRKDGKNAGI I
NTDB id 305039 DV311 RS01170 WP 114934993.1 .............AAPFTESVVSVSAPFTPSKQQA........................AAPAKQTNIDFRKDGKNAGII 194
NTDB id 1115 OK783 RS00485 WP 003698035.1 .............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGII 194
NTDB id 1092 CAD91899.1 1..2286( ) SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGII 232
NTDB id 1100 NMB RS09455 WP 002225652.1 SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGII 240
consensus *************!!!!!!!!!!!!!!!*!*!!!!******* * *******!!*!!!!!!!!!!!!!!!!!!

logo ELAALGFAGQPDI SQQRHDHI IVTLKNHTLPTATLQRSLDVADFKTPVQKVTLKRLNNDTQL I ITTATGNWELVNKSAAPGYF
NTDB id 305039 DV311 RS01170 WP 114934993.1 ELAALGFAGQPDISQQRDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYF 274
NTDB id 1115 OK783 RS00485 WP 003698035.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYF 274
NTDB id 1092 CAD91899.1 1..2286( ) ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 312
NTDB id 1100 NMB RS09455 WP 002225652.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 320
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!

logo TFQVLPKKQNLESGGVNNAPKTFKTGRKI SLDFQDVEVIRTI LQI LAKESGMNIVASDSVSNGKMTLSLKDVPWDQALDLVMQ
NTDB id 305039 DV311 RS01170 WP 114934993.1 TFQVLPKKQNLESGGVNNAPKTFKGRKISLDFQDVEVRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQ 354
NTDB id 1115 OK783 RS00485 WP 003698035.1 TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVMQ 354
NTDB id 1092 CAD91899.1 1..2286( ) TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQ 392
NTDB id 1100 NMB RS09455 WP 002225652.1 TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQ 400
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!

logo ARNLDMRQQGNIVNIAPRDELLAKDKALFLQAEKDIADLGALYSQNFQLKYKNVEEFRS I LARLDNADTTGNRNTL IVSGRGS
NTDB id 305039 DV311 RS01170 WP 114934993.1 ARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLISGRGS 434
NTDB id 1115 OK783 RS00485 WP 003698035.1 ARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGS 434
NTDB id 1092 CAD91899.1 1..2286( ) ARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTTGNRNTLVSGRGS 472
NTDB id 1100 NMB RS09455 WP 002225652.1 ARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLISGRGS 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!



logo VL IDPATNTL IVTDTRSVI EKFRKL IDELDVPAQQVMIEAR IVEAADGFSRDLGVKFGATGRKKKLKDNAEDDTRSAFGWGVNSGF
NTDB id 305039 DV311 RS01170 WP 114934993.1 VLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKDADRAFGWGVNSGF 514
NTDB id 1115 OK783 RS00485 WP 003698035.1 VLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFGWGVNSGF 514
NTDB id 1092 CAD91899.1 1..2286( ) VLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGF 552
NTDB id 1100 NMB RS09455 WP 002225652.1 VLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGF 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!****!!!!!!!!!!

logo

E
GGDGDGGDKWESGAEQTSKINLP I

V
A
TAAANS I SLVRAI SSGALNLELSASESLSKPTKTLANPRVLTQNRKEAKI ESGTYE IPFQTDVTTSASI

NTDB id 305039 DV311 RS01170 WP 114934993.1 EGGDGGKWSAQTSINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGTEIPFQDTSS 594
NTDB id 1115 OK783 RS00485 WP 003698035.1 GGG..DKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTA 592
NTDB id 1092 CAD91899.1 1..2286( ) GGD..DKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSI 630
NTDB id 1100 NMB RS09455 WP 002225652.1 GGD..DKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSI 638
consensus *! *!!*! !*!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!**!**

logo

A
S
G
NGNGNSSTTNTTEFLKKAVLGLTVTPNITPDGQI IMTVKINKDTSPVADQCTAVSKGDNENQTTIKLC IQSTKSNLNTQAMVENGGTL IVGGIYEEEND

NTDB id 305039 DV311 RS01170 WP 114934993.1 SGGNSSTTTTFKKAVLGLTVTPNITPDGQIIMTVKINKDTPVDCTVKDETTKCIQTKNLNTQAMVENGGTLIVGGIYEEE 674
NTDB id 1115 OK783 RS00485 WP 003698035.1 SGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTKSLNTQAMVENGGTLIVGGIYEEN 672
NTDB id 1092 CAD91899.1 1..2286( ) ANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEED 710
NTDB id 1100 NMB RS09455 WP 002225652.1 ANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEED 718
consensus !**!!*!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!**!*****!**!!*!!*!!!!!!!!!!!!!!!!!!!!!*

<0

logo NGNTLTKVPLLGDIPVIGNLFKTRGKSKTNDRRELL I F ITPR I IMDGTAGNNSLRYO
NTDB id 305039 DV311 RS01170 WP 114934993.1 NGNTLTKVPLLGDIPVIGNLFKTRGKSTNRRELLIFITPRIMDTAGNNLRY. 725
NTDB id 1115 OK783 RS00485 WP 003698035.1 NGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1092 CAD91899.1 1..2286( ) NGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY* 761
NTDB id 1100 NMB RS09455 WP 002225652.1 NGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 769
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!* !!!!*!!!
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