
logo MKNKTLKVLDTVKKI I FSPGI
L
L
F
G
V
M
A
A
T
L
AAVFQATVAFSAGDNITDINKVSTSLPNNKQKIVKVKSFDKDETIVLNPSTNGSFMVNTESPSSPSAR IALDFPEAQTGVITSLMPDQSQSV

NTDB id 305019 DV446 RS05360 WP 074896856.1 MKKLVDVKIFPILGMALAVQAVFAGDITDINVSTLPNNQKIVKVKFDKDTVLPSNSMVNEPSSRIALDFPATGVTLPQSS 80
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGF.VTSSPARIALDFEQTGISMDQQV 79
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGF.VTSSPARIALDFEQTGISMDQQV 79
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGF.VTSSPARIALDFEQTGISMDQQV 79
consensus !*******!********!*!***!!*!!!!*!!*!!!*!!!!!!*!!!**!*!*** !*****!!!!!!**!!****!**

logo

F
LEYSADSPLLNSQKVIASVAVAKQNGSNSNRARVLLVLGNLNRKLPGHQYKNATEVKRGKNEKVWIYF INEASVDSDSTSVHSTATPPASRAPQAVVKAAPAAPAKQQAAAPSTKSA

NTDB id 305019 DV446 RS05360 WP 074896856.1 FEYSDSLLNQVAVVKNGNNARVLLGLNRLGHYKAEVKGKEVWIYINEAVSSSHTTPSAQVV................... 141
NTDB id 1115 OK783 RS00485 WP 003698035.1 LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA........ 151
NTDB id 1100 NMB RS09455 WP 002225652.1 LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSA 159
NTDB id 1092 CAD91899.1 1..2286( ) LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSA 159
consensus *!!*!*!!*******!***!!**!*!!**!*!**!!*!**!!!*!!!************!********************

logo

VSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQATAAPAKQQAAAPNASKKQI
QASASAESPAAKAQVTTNVIDFRKSDGRKSNNAGI

NTDB id 305019 DV446 RS05360 WP 074896856.1 .......................................................NSKIASSEAAAVTVDFRKSGRSNGI 166
NTDB id 1115 OK783 RS00485 WP 003698035.1 ..............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGI 193
NTDB id 1100 NMB RS09455 WP 002225652.1 VSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGI 239
NTDB id 1092 CAD91899.1 1..2286( ) VSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGI 231
consensus ******************************************* * **********!*****!!!!*!***!!

logo

V
I E I

L
M
A
T
A
R
L
K
G
Y
F
Q
AGKQPDIKSHQNQNHGDSHLI I IVTFLKNYHPTLPVTAQTALQRNSLDVSADFSKTPVRQNKVVTLKR I

L
G
NNDTQI

L
V
I IKTNTQTAGSNWTEHLDVI

NKTSTANADPRGY
NTDB id 305019 DV446 RS05360 WP 074896856.1 VEIMTRKYQGKPDIKHNNGSLIITFKNYPLPVQAQRNLDVSDFSTPVRNVVLKRIGNDTQIVIKNQGSWTHDIKTTNDR. 245
NTDB id 1115 OK783 RS00485 WP 003698035.1 IELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGY 273
NTDB id 1100 NMB RS09455 WP 002225652.1 IELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGY 319
NTDB id 1092 CAD91899.1 1..2286( ) IELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGY 311
consensus *!*******!*!!!*******!*!*!!**!!***!!*!!!*!!*!!!**!*!!!**!!!!**!***!*!****!******

logo F ITVFEQVSLQPKSKSQVNELSESGLGPVSNNQANPKSTFKTGNRKVI SLDFQDVDEVIRTVI LQI LAKESGMNIVASDSVSTNGKMTLTSLKDVPWDQALDLVM
NTDB id 305019 DV446 RS05360 WP 074896856.1 FIVEVSQKSSVESSGLPSNQNKSFKGNKVSLDFQDVDVRTVLQILAKESGMNIVASDSVTGKMTLTLKDVPWDQALDLVM 325
NTDB id 1115 OK783 RS00485 WP 003698035.1 FTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVM 353
NTDB id 1100 NMB RS09455 WP 002225652.1 FTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVM 399
NTDB id 1092 CAD91899.1 1..2286( ) FTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVM 391
consensus !***!**!*****!!***!**!*!*!*!*!!!!!!!**!!*!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!

logo QARNLDMRKQTQGNVI IVNVIAPREDELLAKDKAI
L
FLTQQAQERKEDIDAEDLGPALYSRQTNFQLKYKNVEEFRKS I LAKRLDENNANDSTSTNGTNSNNIN

R
R
NTI

L
I
L
V

NTDB id 305019 DV446 RS05360 WP 074896856.1 QARNLDMRKTGNVINVAPREELLAKDKAILTQQREIDELGPLYSRTFQLKYKNVEEFRKILKLDENNSSNTSNNINRTIL 405
NTDB id 1115 OK783 RS00485 WP 003698035.1 QARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGN....RNTLV 429
NTDB id 1100 NMB RS09455 WP 002225652.1 QARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGN....RNTLI 475
NTDB id 1092 CAD91899.1 1..2286( ) QARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTTGN....RNTLV 467
consensus !!!!!!!!**!!**!*!!!*!!!!!!!!*!*****!**!!*!!!**!!!!!!!!!!!!*!!*!!******* **!**



logo SNGRGSAVL IDPATNTLVI IVTDNTTRFSVLIQEKFERKL IADELDVPARQQVMVI EAR IVEAEADGFSRQDLGVKFGYAATGRSKNKGKKLNKSNEWDGTSNWANA
NTDB id 305019 DV446 RS05360 WP 074896856.1 SNRGSALIDPATNTLVITDNTFVLQKFEKLIAELDVPARQVMVEARIVEAEDGFSRQLGVKFGYAGSNGKNSWGSNWANA 485
NTDB id 1115 OK783 RS00485 WP 003698035.1 SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNET...... 503
NTDB id 1100 NMB RS09455 WP 002225652.1 SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDT...... 549
NTDB id 1092 CAD91899.1 1..2286( ) SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDT...... 541
consensus !*!!!*!!!!!!!!!**!!***!**!!*!!!*!!!!!!*!!!*!!!!!!!*!!!!!*!!!!!!**!********

logo

GANRNSYVDKQRT
S
L
A
A
F
N
GWSGRVNPSQSDGI

F
P
G
A
G
G
L
D
P
D
A
KWETGVADQEPTNKVINLPTVIATAATASNS IASLVHRALI SSGALGNLELSAQSQEASQLNSKLPTKI

T
V
L
S
A
T
NPRV

NTDB id 305019 DV446 RS05360 WP 074896856.1 GANRNSYVDKQRTLANWSRNPSQDIPALPAWTVDPNVNLPTAAATSSIALVHALSSGALGLELSAQQAQNKLKIVSTPRV 565
NTDB id 1115 OK783 RS00485 WP 003698035.1 ............SAFGWGVN..SGFGGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRV 569
NTDB id 1100 NMB RS09455 WP 002225652.1 ............SAFGWGVN..SGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRV 615
NTDB id 1092 CAD91899.1 1..2286( ) ............SAFGWGVN..SGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRV 607
consensus ****!**! ********!******!!!* !!**!!*!!*!*!!!!!*!!!!!*****!*!****!!!

logo LTQDNRKEAI
KI EASGTYEVIPYFQTEVATTSASIASGNGGNSASTSNTSEFLKKAVLGMLTVTPNITPDGQI IMDTI

VKINKDSVPNASQDCCASGRNANQTEIPLC INSTQK
NTDB id 305019 DV446 RS05360 WP 074896856.1 LTQDRKEAIIEAGTEVPYQEASSSG...ATSTSFKKAVLGMTVTPNITPDGQIIMDIKINKDSVNSDC..RATEPCINTQ 640
NTDB id 1115 OK783 RS00485 WP 003698035.1 LTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTK 649
NTDB id 1100 NMB RS09455 WP 002225652.1 LTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTK 695
NTDB id 1092 CAD91899.1 1..2286( ) LTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTK 687
consensus !!!*!!!!*!!*!*!*!****** ****!*!**!!!!!!*!!!!!!!!!!!!!!**!!!!!!*********!**!!*!*

<0

logo

R
S
NLNTNQVAMVEDNGGTL I LVGGIYQEEENDNSGENGTVLSTKVPLLGDIPVVIGNLFKSTKRTGRKSKDTKDKRTRELL I F ITPR I IVMDGNTI

AGSNNSLRYO
NTDB id 305019 DV446 RS05360 WP 074896856.1 RLNTNVMVEDGGTLILGGIYQEENSEGVSKVPLLGDIPVVGNLFKSKTRSDKKTELLIFITPRIVDNIGSNLRY. 714
NTDB id 1115 OK783 RS00485 WP 003698035.1 SLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1100 NMB RS09455 WP 002225652.1 NLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 769
NTDB id 1092 CAD91899.1 1..2286( ) NLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY* 761
consensus *!!!**!!!*!!!!!*!!!!*!*!*****!!!!!!!!!!*!!!!!*********!!!!!!!!!!* **!**!!!

X non conserved

X similar

X ≥ 50% conserved


