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NTDB id 305014 DV446 RS03375 WP 074894488.1 MLHLYQSNRLEDLAELLWKIQESSPLSDPLQEEEILVQSQGMRRFIEHALAKSGGIAANLRFSLPAGFNWRLMRELLPGI 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus ! *!!!!!!!! !! ! *!! !! **!!*! !*!!!!!!!!** **!!* !*!!!! !!!!!! !*!!* !*!!!
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NTDB id 305014 DV446 RS03375 WP 074894488.1 PELSPFNTEVMRWRLLELFFSDGLS.APEYSAARQALSAYLSGGSVAAYQLAGQLADIFDQYLVYRPDWIDAWQNGRLIG 159
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
consensus !!!!!! *!!!!!!!!*!! ! ***!* !* ! !! ! ! !!!!!!!!!!!!!!!!!!! !!!!!!*!!**!
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SAPHRVALWEHKLLADALDSAPGKADKLPERLYFVFGIASTLMAPMYLQLLHQAKLVASEQHCSDEVFHI

VFALNPAS
NTDB id 305014 DV446 RS03375 WP 074894488.1 LGEDEIWQVELWRFLDDGRQIAPHRVALWHKLLDALSAPGAKLPERLFVFGIATLAPMYLQLLQAVAQHSEVHIFALNPA 239
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALD..KDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPS 238
consensus !!*!!!!! !!!*!!!!!! !!!!!!!!*!!! !! ** !!!!! !!!!! !*!!!!!!!!* * !**!**!!!!!
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NTDB id 305014 DV446 RS03375 WP 074894488.1 AEYWGNIIEPAQMLQNPDDTDLSQTGHPLLASLGKQGRDFFNALTESELHTDLQVYADEPLSDGLLHRLQHDIQTLSLPD 319
NTDB id 1133 OK783 RS06970 WP 010951252.1 GMHWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEE.GGRDTLLHALQTDIQNLKMPS 317
consensus * *!!!*!!*!!*! * !*!!*! !!!!!!!!!!!!!!!! ! ! !** * *!* *** ! !!! !!*!!! ! *!
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NTDB id 305014 DV446 RS03375 WP 074894488.1 GT....AAPDDSIRIVCAHSPLRELQILKEHLLEQFDRHPDLQPHDIAVLTPDIEPYVPFIEAVFGEQS..GRPLPYSVS 393
NTDB id 1133 OK783 RS06970 WP 010951252.1 ENVGSVGTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVS 397
consensus ***** *! !!*!!*!!!!!!!!!!!!**!! * !!! !!!!!!!!!! !!!! !!!!!!!! *** *!!!!!!
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NTDB id 305014 DV446 RS03375 WP 074894488.1 DVKLSHRRPLLHALEQVLELFDSRFEADKVTALLDSEPVLARFGLTREDLPLLHDTIASLNIHWGLDAEMRDGTDPLFTW 473
NTDB id 1133 OK783 RS06970 WP 010951252.1 DVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTW 477
consensus !!!*!*! ! *!!!*! *! *!!!! !! !!!** !!! !!!!! *!!!!!!! *! !!*!!!!!*!!! !!!*!!!!
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NTDB id 305014 DV446 RS03375 WP 074894488.1 QQGLDRLALGWLLPGGG.GLWQGISPWHTDPGHTAVLSRFAAFIRRLAHWRQIWMQPENIGGWTERVRKLAGELFTPTED 552
NTDB id 1133 OK783 RS06970 WP 010951252.1 KQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPD 557
consensus !* !!* !!!*!! !!***!! *!*!* !* *!!* !!!!!* ! * !! !! *! ! !*! ! !! * *!
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NTDB id 305014 DV446 RS03375 WP 074894488.1 DGQSLRQLEQALARWHQEAELAGFGGKLPYSVINLHLAHFLGSQSETGFLRGGITFCSMVPMRSLPFKTICLLGLNDGLF 632
NTDB id 1133 OK783 RS06970 WP 010951252.1 DQKAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDF 637
consensus ! * *!!* *!* ! !!!! ! !! * !* *!! ! !! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!! !
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VGRDS IRKTDNEAELAPSSASLLGNELAIDCTI

VAADMTGKTNSSTAREQ
NTDB id 305014 DV446 RS03375 WP 074894488.1 PRNTRAAAFDLIARHPEKGDRARRDDDRYLFLESLISAREHLYLSYVGRSIRTNEALAPSALLNELADCIADMTGKSTAE 712
NTDB id 1133 OK783 RS06970 WP 010951252.1 PRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSRQ 717
consensus !!!!*!! !!!*!*!! !!!!!!!!!!!!!!!! !!!!!!*!!!!!*!! !! ! !!*! !! !! !**! !!! *
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NTDB id 305014 DV446 RS03375 WP 074894488.1 LYAGQIEQHPLQAFSTRYFDGGSLS....SSRQDYADALNRPSEKRPPFYTNPLEKGEPPLSVSQNELTAFWKNPVKHWL 788
NTDB id 1133 OK783 RS06970 WP 010951252.1 LAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRNPVKVWL 797
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NTDB id 305014 DV446 RS03375 WP 074894488.1 RHTLDWQTPYLEEADSAGEPFAPPKSREISAAYLQTRREHRDFADTAAELTAQSMLPAGQLGTLWRTNFETAAKSLEQEI 868
NTDB id 1133 OK783 RS06970 WP 010951252.1 Q.QLAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAKQIDTAV 876
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NTDB id 305014 DV446 RS03375 WP 074894488.1 LDSPKLPAAPYEYLSDGLTLHGSLTALHLHGQIHFLDHRPNAPEKIGLYLQHLIYNTVRPAGSGDLSSRWVLPDEILTLP 948
NTDB id 1133 OK783 RS06970 WP 010951252.1 LNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSGETEVLA 956
consensus ! !!!!!* !! *!!! !*!!! !* !!*** **!!!! *** ! !!!** ! ! * ! * ! !*
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LLNSEGWLMAFYFYLNIGQNTRPLPFFAPKTGSLAAAEQATFLALQSEKSKKSEDEQDKLWEQAALRKAKAAQTAHYFYGGSKMVNSKVGQAKDYATEVAL
NTDB id 305014 DV446 RS03375 WP 074894488.1 PVPAGQAAEILNGWLAYYLIGQTRPLPFFPKTGLAAAQTLLSESKKSEDEKLQAARKAAATHYFGGKMNVGQADYAEVAL 1028
NTDB id 1133 OK783 RS06970 WP 010951252.1 EIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQK......QDWEAALKKAQTAYYGSKVSKGQKDYTEVAL 1030
consensus *** ! *! !*!** !!! !!!!!!*!! !!!! ****** !! ! ! !*!*! !* !! !! !!!!

logo VFGNADESQTNPP I
LEQSEPLFEWLNLAVERLNLLALDPTLASAALEQEKAREVGTGAA

NTDB id 305014 DV446 RS03375 WP 074894488.1 VFGNDETPPIESELFWLLVENLLLPTLSALQEAV..... 1062
NTDB id 1133 OK783 RS06970 WP 010951252.1 VFGNASQNPLEQPLFENLARL.LADTLAAAEKREGTGAA 1068
consensus !!!! *!*! *!! ! *! *!! ! *****
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