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NTDB id 305012 DV446 RS03170 WP 074894421.1 MSRSILPFDPLTVPVQGTALIEASAGTGKTYGIAALFARLILLEKLPVDKVLVVTFTKAATAELKTRLRGRLDEAFRRIR 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus !! *! *!!!!! !* !! !!!!!!!!!!!!!!!!!! !!!*!! *!**!!!!!!!!!!!!!!!!!!!*!!!* *
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NTDB id 305012 DV446 RS03170 WP 074894421.1 GDKMD..................EEADDFMRGLLEQAARQETPERLELRLKAALSQFDNAAIYTIHGFCQRLLGDYAFLC 142
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus * *******************!*! !***!!!!! !** !! *!!!!!* !!!!!!!!!!!!!!!!*! !!!!!!

logo QAVPFDETVESLSATDEDEDNDGKDRDRLLNTVPYAQDFWREQNRVSGHDAPQVLNAARLAFHKARDKALTVPDQQTVLAQQFIRSARYLGSRPDYLLNFRRPQATDLAKAQAEQTERDRAEQAT
NTDB id 305012 DV446 RS03170 WP 074894421.1 QVPFETSSADDNDKRDLNTYAQDFWRQNVSHDAQNARLAFHADLTPDQVLQQFSRYLGRPDLLFRRPQTDLAAETERAQA 222
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDG.DRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAET 239
consensus ! !!* ** * ! *!!!!!! !!*!* ! !!!* ! !! ! !! !! ! !!!!! !! !
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NTDB id 305012 DV446 RS03170 WP 074894421.1 VWTELQQRFPELKDLFWRVHPMLHQGWFKQPDYEEKLNKLTELLKQDQIPTEWIVKNLKNKNKKRV..FSTEYLLNAAKK 300
NTDB id 1132 OK783 RS01905 WP 010951035.1 SWQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCL......DKDTHERLLKLSSDKLEAGLKK 313
consensus ! ** !!! !!!*!! !* ** * * ! !*!* ****** * !*** !** ! * !!
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NTDB id 305012 DV446 RS03170 WP 074894421.1 N...SPLSNGELAELSFFDRTLTAAESLLDAEQQALIALQLDCLQYVRRTAAEQRATRQERSPDDLLLDVYHALTAGAHR 377
NTDB id 1132 OK783 RS01905 WP 010951035.1 GKTPDAAVFAELQKLADFGRDL...NALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHA 390
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NTDB id 305012 DV446 RS03170 WP 074894421.1 DKLAEAVSQNWRVALIDEFQDTDPLQYEIFRRTFAAHGNPLFLVGDPKQAIYGFRGADIYAYLQAAADTPVHYTLAHNYR 457
NTDB id 1132 OK783 RS01905 WP 010951035.1 ETPARAVAENWEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYR 470
consensus * *! !! !! *!!!!!!!!!!!!!!!!! * ! !* !!!!!!!!!!!!! !!!!!!!!!!!!! ! ***!!!!*!!!
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LRWLHNDEGNDGENEPDKAPNKDETVLRRSRAADEYCADE IAARAL IL

NTDB id 305012 DV446 RS03170 WP 074894421.1 SHSLLIDNIGRLFQQKERPFVLEHIGYPAVTAPRTTSRLTPPQAALKIRWLNDGGEPDPNKETLRSRAAEYCADEIAALI 537
NTDB id 1132 OK783 RS01905 WP 010951035.1 SHAALIGSIGALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARAL 550
consensus !! !! !! !! !!!!!!!!*!!!* ! !*! !!!*!* *!* *!!!** * *!!* !! !!!*!!!!!!! *
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NTDB id 305012 DV446 RS03170 WP 074894421.1 NQAAEGRLNYKNIPAEAGQIAVLVHSHNQGAMIKRTLAARGIPSVSIERESVFAGEEAKALAALLGFWLDPRRTEPLRFI 617
NTDB id 1132 OK783 RS01905 WP 010951035.1 NEASGGRLNFKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFV 630
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NTDB id 305012 DV446 RS03170 WP 074894421.1 LAGILFGQTAEQLHALNRDEALLSGYISAAEDFLQIWQRQGIYAALTAFARRYGLEGRLLAADGGRTLTNFWQLAELLAD 697
NTDB id 1132 OK783 RS01905 WP 010951035.1 LTSGIFGYDAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAA 710
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MHASKGLQYPFLVFYCPFASWDATAQDEKTGKNPESADWHQI LHQREGA
NTDB id 305012 DV446 RS03170 WP 074894421.1 ENENSHTPAALHQWLLAQIQDPP..QNENAVLRLESDEALVKIVTIHASKGLQYPFVFCPFSWDTAEKKNEAWHILHRE. 774
NTDB id 1132 OK783 RS01905 WP 010951035.1 EDAQNRNPAALHKWLRDQISLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGA 790
consensus ! * * !!!!! !! !! **** *! *!!!!!! !!!!!!*!!!!!!!!! !*!!! !! * * !*!!! *

logo NGRASELLADKASQLDSEASDEQREKQLYADDEDELMAGERLRLLYVALTRAEEQLNVIYAARYCSSDSTAPDRNPTFLAYL ILEGLPQSDGSRELKTAVRQRATYAEACEK
NTDB id 305012 DV446 RS03170 WP 074894421.1 NGSELLADSQLDEADREQLDDEDLGERLRLLYVALTRAEEQLVIYAARCSSTPRNTFAYLLEGLPSDGRLKARQAYEAEK 854
NTDB id 1132 OK783 RS01905 WP 010951035.1 NRAELLAKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEK 870
consensus ! !!!! !! ! * ! !!***!!!!!!!!!!!!!!!!! !!!! *! !* !* !!!*!!!! ! ! ! ! *!!
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NTDB id 305012 DV446 RS03170 WP 074894421.1 ENQTEMLRRNWLRWINAAPESIE..WQEGAPLSAAVQTRRRSGTEYRAAVYPPRRFSFVRHTSFTGLTRYLGHGPAKPDD 932
NTDB id 1132 OK783 RS01905 WP 010951035.1 DG.ITMLKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPD...GG 946
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NTDB id 305012 DV446 RS03170 WP 074894421.1 DDGLQPALDPAELSADSLLPLPDTDNAPRDIFHFPRGAAAGICLHEILEKHDFAHPAGQQRENIAAILEKHGIETEWLDA 1012
NTDB id 1132 OK783 RS01905 WP 010951035.1 EEDACPSLDAAETSVPAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPA 1026
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logo VACELMADEAQCTARAKATPLHTGAGTYGTLSADI
LPAPAGCRRKRAPEMGFTVLMHFTDEDRFLEGLGKRLKRDNHWLAARDDAIGRLPEAVCRTAAAERTLDFHPTLVNQGFLNGF I

NTDB id 305012 DV446 RS03170 WP 074894421.1 VCLMADQTAAAPLHGGTTLSALPAARRKAEMGFVMHFDRLELGRLKNHLAA..AGLPEACTAAAERLDFPTLQGFLNGFI 1090
NTDB id 1132 OK783 RS01905 WP 010951035.1 VAEMAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFI 1106
consensus !* !!* * !!*!* !! *!***!**!!!! *! * ! !!* *!! ** !!! ! !!!! !!! !**!!!!!!!



logo DLMTVCLQDLPDGNTAIC I IDYKSNHLGSMDTDAGYTQRQSALMDEQAVADHHQHYYLQALWIYALVAAARHYFLKLQRGQMPPARATVRS IVRYLFLRGLDGSGK
NTDB id 305012 DV446 RS03170 WP 074894421.1 DLTCLLPDGTACIIDYKSNHLGMDTDGYTQSALDQAVADHHYYLQAWIYALAAARHLKQRGQMPRTVRIRYLFLRGLDSG 1170
NTDB id 1132 OK783 RS01905 WP 010951035.1 DMVCQDPDGNICIIDYKSNHLS....AYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGK 1182
consensus !* ! !!! !!!!!!!!!! *****!! !*! !!!**!!!!!! !!!*!!!!* ! !!!*! ! *!!!!!!!!!
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NTDB id 305012 DV446 RS03170 WP 074894421.1 GRNGIWSWDIPTASLAEWL 1189
NTDB id 1132 OK783 RS01905 WP 010951035.1 G.GGVWRWDIDAAALEQIK 1200
consensus !* !*! !!!* ! !
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