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NTDB id 305010 DV446 RS01565 WP 074896109.1 IDALATAGAERQLLADRENGFSDGLLRLRGHIRSSWQRLP..PEVADGAALMRALSIGEQDALSGGWWQVFRPLGLNHLI 235
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NTDB id 305010 DV446 RS01565 WP 074896109.1 SVSGLHVGMVALLAAWLMKRLLLVLPAAPGRPRVWMLAAGAAAALVYSGLAGFAVPTLRSMLMIASVAAAWSLGGTASAW 315
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NTDB id 305010 DV446 RS01565 WP 074896109.1 LRTDRQGAWLLESDGQTVTARQWRPKRFYWQWKPLDD 751
NTDB id 1128 NGFG RS01490 WP 020997305.1 LRTDLSGALQFGLGRGGVKAQRLRVYKFYWQKKPFE. 739
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