logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125
509
279
238
204
169
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

305008 DV446 RS01330 WP 074896009.1

125
509
279
238
204
169
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

305008 DV446 RS01330 WP 074896009.1

125
509
279
238
204
169
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

305008 DV446 RS01330 WP 074896009.1

125
509
279
238
204
169
537

consensus

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1
SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1
SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

S R

ST

.MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE..
AMAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE|RS
AMAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERS
AMAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERS
AMAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGES

HETS I B

>AIEAw E

EM%QW

BKTKPMKLAEVTSINVNRTKTEMEE
BKTKPMKLAEVTSINVNRTKTEMEE
BKTKPMKLAEVTSINVNRTKTEMEE
BKTKPMKLAEVTSINVNRTKTEMEE
BKTKPMKLAEVTSINVNRTKTEMEE

AMAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE|SS

* % % % |

LT VN e

e N N Y N N N E N o N ey

LS

8 RVLGGG VPG L GGDPGIGKSTLLLQpEy:8y

AS .

FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVE
FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV

FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV

FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV

FNRVLGGGVVJ4GSLVLIGGDPGIGKSTLLLQVSHQLSEEE VLY SGEESIFIQWKLRA RLGHIRY |3%:l | ET

BKTKPMKLAEVTSINVNRTKTEMEE

%k 3k ok ok ok

INCRAER Comnsemy AT 51

IMGVLYVSGEESAQQ ELRA RL|DINEYACBNT IRA EpgiiM

1k %k ok ok ok ok

GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSYV|

BGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSYV|
FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVp

GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSYV|

BGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSYV|
FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV

GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSYV|

BGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSYV|

1k 1 I

(0 mCVSARRVTAEL LT

TSA

sk 0L L] Ik

..... D1 b oskokokok ok ok ok [EEIET

ARE A R I

eV

RIEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY]
RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY]

RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY]
RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY
RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY]

RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY
%k k ok sk k k ok |k * % | rrrrrrnd | ok bl oxxd rrrrn | %

LT e LEEHERD S UL

FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM
FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM

FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM
FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM
FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM
FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM

T e N e B N I R I BN B B BT Io) I R e Y ReT0N I ool I oy I R I R RO BN I I e

157
159
155
155
155
155
155
155

237
239
235
235
235
235
235
235

317
319
315
315
315
315
315
315



FIMGTTAEL) LR LLONTRY I AL

NTDB id 305008 DV446 RS01330 WP 074896009.1 397

Sw0nerP R

NTDB id 509 SM12261 RS00130 WP 078228442.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395

NTDB id 279 KZH43 RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 238 SPD RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 204 SPR RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 169 SP RS00155 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGL 395
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGL 395
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