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I LL ILSFLLAPLASACSTQGSSYEDLNTEQWMATQTRQREAKASEKI IPFEQAEPTLVPTLVAPKPPVYSPPNQFLKTGMPNAFDFSRRLMDETADKPKGEGNAPDTV

NTDB id 304994 DV114 RS08330 WP 107697145.1 MKKIILLLSLLPLAACTQSYEDLTQWMTQTRQEAKSKIIPFEEPTVTLPKPYSPPNFKGMNAFDSRRLDTAPKGGNAPDV 80
NTDB id 1101 NMB RS09450 WP 002214522.1 MKHYALLISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGENAPDT 80
consensus !!* !!*! !*! !!*! !!! !! !!! !!! !!!! !!******!!!!* !*!!!! !!**! *!! !!!!
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TLKQSGGQKVSGF I EKAVENDGHYVYTVGYPVGNYI

LGQNYGR I EQS ITDEDKS I IVLNTELQI EDSTYGNWVSYRKAE
NTDB id 304994 DV114 RS08330 WP 107697145.1 NRPKETLEAFSLENMAFVGTLQSGGKVSGFIKVNDHVYTVYPGNYIGQNYGRIQSITEDKIILTEQIEDSYGNWVYRKAE 160
NTDB id 1101 NMB RS09450 WP 002214522.1 KRIKETLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDSTGNWVSRKAE 160
consensus !*!!!!! !!!!!! *!! ! !! !!!!!! *!!!! *!!!*!!!!!!! !!!*! !*! ! !!!! !!!! !!!!

logo LLPLNSSKSDEAKDNSTESNQASASADPSASANESNQN
NTDB id 304994 DV114 RS08330 WP 107697145.1 LPLSSKEADSSNSSDSSNSN. 180
NTDB id 1101 NMB RS09450 WP 002214522.1 LLLNSSDKNTEQAAAPAAEQN 181
consensus !*! ! * * * * **
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