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NTDB id 304979 DV114 RS03430 WP 114926154.1 MRRPI...TLNKPNQQQGYALFIVLMMMVVIALLVVTATQSYNTEQRISTNDADHKFATTLAEAALREGENYIYSIE... 74
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTA 80
consensus !!** *** ** * ! ! !!!!!!!*!*!*! !!!!! !!!!!!!!!! !* !*! ! *!!!!!!!!!! * *!***
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NTDB id 304979 DV114 RS03430 WP 114926154.1 DGTTTFDDDCTNGLCKAKSLPASKPNEPYTTTTGKVIVEGNSTEEAWHRECGKD.....KVKCIDINGIHYPGKNSGAKE 149
NTDB id 1139 NGFG RS02435 WP 003687918.1 DSKVTFSENCEKGLCTAVNVRTNN..NGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYEKGTG.... 154
consensus ! !! * ! !!! ! ** ** * ! **! ! *! !! *! !* ***** !!! *!**!* ****
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VLQSYVAGNENDEQ
NTDB id 304979 DV114 RS03430 WP 114926154.1 NCRPKKDACYIIEYLSTNSTDNRTIYRVTAKAWGKNENTVVILQSYVANE... 199
NTDB id 1139 NGFG RS02435 WP 003687918.1 ..NVSKMPRYIIEYLGE..KNNQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus ** * ! **!!!!!! ** ! !!!!!!!!!!!! !!!!*!!!!!*! ***
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X ≥ 50% conserved


