
logo MSMNLLPWRTYQHQKRLRRLAFYIALF I LLA INLTMLAFSNL I EQQKQDNLQAQQKTSFEQLNQQLYHKTATKMKQI EDQLR I
SAVQKVG

NTDB id 304952 DV389 RS04155 WP 114893185.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLTLAFSNLIEQQKQDLQAQQTSFEQLNQQLYKTAKKIEQLRSAVQVG 80
NTDB id 1370 NTHI RS02660 WP 011272049.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLMLAFSNLIEQQKQNLQAQQTSFEQLNQQLHKTTMQIDQLRSAVKVG 80
NTDB id 1344 HI 0438 AAC22097.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLMLAFSNLIEQQKQNLQAQQKSFEQLNQQLHKTTMQIDQLRIAVKVG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!*!!!!!!!!!*!!***!*!!!*!!*!!

logo E I
VLTS IPKNEQVKKSLQLQLSELPFQQGELNKFKQDAHNNLSLEGLNAQDQRTEFEL IHQFLKKHFPNVKLSQFVQPEQQDSTLYFFRHF

NTDB id 304952 DV389 RS04155 WP 114893185.1 EILTSIPKEQVKKSLQLLSELPFQQGELNKFKQDAHNLSLEGLAQDQREFELIHQFLKKHFPNVKLSQFQPEQQSLYFRF 160
NTDB id 1370 NTHI RS02660 WP 011272049.1 EVLTSIPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFELIHQFLKKHFPNVKLSQVQPEQDTLFFHF 160
NTDB id 1344 HI 0438 AAC22097.1 EVLTSIPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFELIHQFLKKHFPNVKLSQVQPEQDTLFFHF 160
consensus !*!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!**!*!*!

logo DVEQGEAEK
NTDB id 304952 DV389 RS04155 WP 114893185.1 DVEQGEEK 168
NTDB id 1370 NTHI RS02660 WP 011272049.1 DVEQGAEK 168
NTDB id 1344 HI 0438 AAC22097.1 DVEQGAEK 168
consensus !!!!!*!!
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