
logo MQKGMTLVELL IGLAI I S IAVLNSFAVVPLWKQTDLSPKTI LAKEQHRLYLFLRQIQARAENSSEVWFLL INRNLATQQWCLTAQ
NTDB id 304938 DV389 RS01120 WP 041175282.1 MQKGMTLVELLIGLAIISIVLSFVVPLWQTDLPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
consensus !!!!!!!!!!!!!!!!!!! ! ! !!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VKNNQTCDCLNP INCPKEVYAHFYYPYFPNKTMIQSHHYIYPKE ITRFDGIRNTIVTRCF I LQAENERTLFLFFNVGS IRLV
NTDB id 304938 DV389 RS01120 WP 041175282.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHYIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRL 160
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo KTNQFDSACN
NTDB id 304938 DV389 RS01120 WP 041175282.1 KTNQFDSACN 170
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN 170
consensus !!!!!!!!!!
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