
logo MSMNLLPWRTYQHQNKRLRRLAFYIALF I LLA INLTMLAFSNL I EQQKQDNLQAQQKTSFEQLNQQLYHKTATKMKQI EDQLR I
SAVQKVG

NTDB id 304917 DV378 RS04655 WP 050948870.1 MSMNLLPWRTYQHQNRLRRLAFYIALFILLAINLTLAFSNLIEQQKQDLQAQQTSFEQLNQQLYKTAKKIEQLRSAVQVG 80
NTDB id 1370 NTHI RS02660 WP 011272049.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLMLAFSNLIEQQKQNLQAQQTSFEQLNQQLHKTTMQIDQLRSAVKVG 80
NTDB id 1344 HI 0438 AAC22097.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLMLAFSNLIEQQKQNLQAQQKSFEQLNQQLHKTTMQIDQLRIAVKVG 80
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!*!!!!!!!!!*!!***!*!!!*!!*!!

logo E I
VLTS IPKNEQVKKSLQRQLSELPFQQGELNKFKQDAHNNLSLEGLNAQDQRTEFEL IHQFLKKHFPNVKLSQFVQPEQQDSTLYFFLHF

NTDB id 304917 DV378 RS04655 WP 050948870.1 EILTSIPKEQVKKSLQRLSELPFQQGELNKFKQDAHNLSLEGLAQDQREFELIHQFLKKHFPNVKLSQFQPEQQSLYFLF 160
NTDB id 1370 NTHI RS02660 WP 011272049.1 EVLTSIPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFELIHQFLKKHFPNVKLSQVQPEQDTLFFHF 160
NTDB id 1344 HI 0438 AAC22097.1 EVLTSIPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFELIHQFLKKHFPNVKLSQVQPEQDTLFFHF 160
consensus !*!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!**!*!*!

logo DVEQVGGAEDKK
NTDB id 304917 DV378 RS04655 WP 050948870.1 DVEQVGEDK 169
NTDB id 1370 NTHI RS02660 WP 011272049.1 DVEQGAEK. 168
NTDB id 1344 HI 0438 AAC22097.1 DVEQGAEK. 168
consensus !!!!**!*

X non conserved

X similar

X ≥ 50% conserved


