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NTDB id 30491 BAMMC406 RS13705 WP 012364733.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAVAQNPLLENEDEWITSPLRVASDGSLIAQGPSGQNIEPGP 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSAT..PLP 78
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !* !!!!! ! !!* ** !** !!!* ! *! **! !
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NTDB id 30491 BAMMC406 RS13705 WP 012364733.1 ASGSSPSSERAERDEPA..GADEYDGYGSGEAGDGPQWNLDEYGRSSGASDDDDLPPLQVQEAATSLRDHLSAQLRMTQA 158
NTDB id 1425 RS RS02020 WP 011000369.1 TESPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQ.SDEDDRAPMQLREAEPTQREFLMEQLAPLKL 157
consensus **! !** **!** * * ! * * * ! !!***! * *!!*!! *!*!* !! ** !**! !! *

logo SPRDKRAGLVI
MFL I ESLDDDEGYLTAGSLDE I

VLASDLPAPELEVDECLDELNQAALARLMLHQSFDPAGI
VGARSAASECLKTLQLLQRLDPSPATKR

NTDB id 30491 BAMMC406 RS13705 WP 012364733.1 SPRDRALVMFLIESLDDDGYLTASLDEVLSDLPPELEVDCDELNAALALLHSFDPAGVGARSASECLKLQLLRLDPSPTR 238
NTDB id 1425 RS RS02020 WP 011000369.1 SPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAK 236
consensus !!!!**!!*!!!!!!!!*!!!!*!!!!*! !!!*!!!!**!!!*!!! *!*!!!!!!*!!!!! !!! !!! !!!*!! *
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NTDB id 30491 BAMMC406 RS13705 WP 012364733.1 TLALEIVSQHLELLAARDFTRLRKHLKASDDALRDAHALIRSLEPFPGAAYGKAEADYVVPDIIVKKAGQGWLAELNPEV 318
NTDB id 1425 RS RS02020 WP 011000369.1 PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDV 316
consensus *!!! !! !!!!!!!!!!*!!!*!*! ! !* !! !!!!! !!!!*!*!*!!!!*!!!!**!*! * !!*! !!!*!

logo MPRLR INDNLMYANQI LRNSSRGDEPSGSAAGNSLKQQKQLQEARWL IKNIQQRFDTI LRVASQAIVERQKNSFFATHGE IAMRPLVLRE IADT
NTDB id 30491 BAMMC406 RS13705 WP 012364733.1 MPRLRINNLYANILRNSRGDPSAGSLKQQLQEARWLIKNIQQRFDTILRVAQAIVERQKNFFAHGEIAMRPLVLREIADT 398
NTDB id 1425 RS RS02020 WP 011000369.1 MPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADT 396
consensus !!!!!!! *!!*!!! !!!** !* ! ! !!!!!!!!!!!!!!!!!!!!! !!!!!!!! !! !!!!!!!!!!!!!!!!!

logo LGLHESTI
VSRVTTGNKYMALTPFMGTFLEFLKYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDPKNSPLSDSR IAELLAGEQGFVV

NTDB id 30491 BAMMC406 RS13705 WP 012364733.1 LGLHESTVSRVTTGKYMLTPFGTLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDPKSPLSDSRIAELLAEQGFVV 478
NTDB id 1425 RS RS02020 WP 011000369.1 LGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVV 476
consensus !!!!!!!*!!!!! !!! !! !! ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!*!!!!!!

logo ARRTVAKYREALKIPAVNLRKSL
NTDB id 30491 BAMMC406 RS13705 WP 012364733.1 ARRTVAKYREALKIPAVNLRKSL 501
NTDB id 1425 RS RS02020 WP 011000369.1 ARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!!!!!!!!!
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