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NTDB id 494 SM12261 RS04305 WP 000942409.1 YGKMLDKMFLFTGNLEEKGEK LLKHYPDLKV VLKA[§QHGHKKSSSEWFLEKLKPERTLISVGKYNRIKLPBEIQETLTRL 716
NTDB id 522 SMSK321 RS04965 WP 000942453.1 YGKMLDK|SIFLFTGNLEEKGEKDLLKNYPDLEV VLKASQHGEKKSSSEHAFLENLKPE TLISVGKSNRMKLPBIQETLTRL 716

NTDB id 189 SPR RS04300 WP 000942407.1 716
NTDB id 223 SPD RS04540 WP 000942407.1 716
NTDB id 264 KZH43 RS04200 WP 000942407.1 716
NTDB id 304753 DV129 RS03235 WP 114865969.1 716
NTDB id 154 SP RS04735 WP 000942394.1 716
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NTDB id 596 KW2 RS08720 WP 021037686.1 736
NTDB id 494 SM12261 RS04305 WP 000942409.1 EWINSKVYRTDQEIGAIRFKG|Y B 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 EGINSKVYRTDQQGAIRFKGI B 746
NTDB id 189 SPR RS04300 WP 000942407.1 EGINSKVYRTDQQGAIRFKG DB 746
NTDB id 223 SPD RS04540 WP 000942407.1 EGINSKVYRTDQQGAIRFKG DB 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 EGINSKVYRTDQQGAIRFKG DR 746
NTDB id 304753 DV129 RS03235 WP 114865969.1 |HeRRISIQAGARIRIa[ey WnzAN(eAn)) . 746
NTDB id 154 SP RS04735 WP 000942394.1 EGINSKVYRTDQQGAIRFKG DR 746
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