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NTDB id 30472 CCE RS19785 WP 009543731.1 MGTVLVIEDSLTEREIITQYLKIAGITAAIATSGEEALEKLNGELPDLIVLDVVLPGVSGFEICRAIKAEERTSKIPIVICSTKD 85
NTDB id 1417 SGL RS04200 WP 014407071.1 MNAVLLVEDSSSQREMISGILKDHGWQVTIACDGVEALEKLQNFSPDLVVLDIVMPRMNGYEVCRRIKSDPKTKNVPVIMCSSKG 85
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NTDB id 30472 CCE RS19785 WP 009543731.1 TDMDKFWGKRQGADAYIPKPIDQDIFLNTIKQLIA. 120
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