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MVQNSCWIMSKSHK KAFTLLESL ALIVISGRLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEWELDRSQFEKVEG

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN
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R YMKQDGK IAIGKSKSDDFRKT ABJGRGYQPMVYGLKSEIANITE NQ VRF FQFQKGLEREFIYRVEKEKS 153
R YMKQDGKDI IGKMKSDDFRKT AFGRGYQPMVYGLKSIWITEDNQLVRF FQFQKGLEREFIYRVEKHKS 153
RLYMKQDGK IA GKSK DDFRKTNARGRGYQPMVYGLKSIWITEDNQLV F FQFQKGLEREFIYRVEKERS 153
RLYMKQODGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153

RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
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X non conserved
B similar
> 50% conserved



