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NTDB id 30468 CCE RS12425 WP 009544686.1 MNSRYSNPDQFSEELFDKDI.AQLFEDLGQDSDCLEPDGELDELANLFEQDLSAT.......SALEESDPSMDSSLLSSLPSDEE 77
NTDB id 1419 SGL RS12550 WP 010873252.1 MTS.DPNPAQAFENWFEEEEGDDAFTSLIAGEET.NSGIEELDFGDLFEGEPTVIQGEGFGSPSSGEEDPPVRMTLDFNS.PEAE 82
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NTDB id 30468 CCE RS12425 WP 009544686.1 ISDLFYDDITWENNHDHKNQTSEEWHRDHPTDNRE..DGFF..NDLTSAFEEFVQDDEMGELQKLLGTAESHQEIPSPLLSLYPP 158
NTDB id 1419 SGL RS12550 WP 010873252.1 LDALFTDEDAPTTA..IDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEPAITNPGLHSFAG 165
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NTDB id 30468 CCE RS12425 WP 009544686.1 LETLASLLAQPATLSTDEVLDEATIAELAALIAAPAKAKQT..........PPTPALSPTQSTLASGSQGSDLDLEDDFRDLEAL 233
NTDB id 1419 SGL RS12550 WP 010873252.1 ADRVTPL........TNEVLLFAAIDDLDGLINAPVLDEEFSFTELETLIDTPAPKSFATISH.PFRLPVAMEEDEDEFKDLEAL 241
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logo LEQADRSSTLMGGGS IPATGIAPMSGPGAKRFLPSGGATRSPTRQVTVKSTKRASFEQTMRVP IKQLDNLSNL IGELVVKRNRSLEQDQERLRQFLDNLLNQAVHQNL
NTDB id 30468 CCE RS12425 WP 009544686.1 LEQADRTMGGSPTIAPSPGKRFSGGTSTRVTKTKAFEQTMRVPIKQLDNLSNLIGELVVKRNSLEQDQERLRQFLDNLLNQVHNL 318
NTDB id 1419 SGL RS12550 WP 010873252.1 LEQADSSLGGGIAG..MGGARLP..ARPRQVKSRSFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQDQERLRQFLDNLLNQAQNL 322
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NTDB id 30468 CCE RS12425 WP 009544686.1 SDVGGRMQDLYERTLLEGALLASRNQSRTEPSDPFSTNNENHPVSNLPGNGEDRDLDALEMDRFTGFHLLSQEMIELIVRVRESA 403
NTDB id 1419 SGL RS12550 WP 010873252.1 SDVGGRMQDLYERTLLEGALLASRSTNSRHHSSKTTYP.DARITASSSSTMNDQPLDALEMDRFTGFHLLSQEMIELIVRVRESA 406
consensus !!!!!!!!!!!!!!!!!!!!!!!! * ! * * *** ** * ! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SDIQFYLVDETDEQVASRNTLRQVTTQLQEGMTKSRMVPFATNQTADRLPRAIRE I
VSMRKLNQKKQAVKNLEQVEGGRDVL IDKMI LEHQLYDNPMTHLV

NTDB id 30468 CCE RS12425 WP 009544686.1 SDIQFLVDETEQVSRNLRQVTTQLQEGMTKSRMVPFANTADRLPRAIREISRKLQKQAKLQVEGRDVLIDKMILEQLYDPMTHLV 488
NTDB id 1419 SGL RS12550 WP 010873252.1 SDIQYLVDETDQVARTLRQVTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVNLEVEGGDVLIDKMILEHLYNPMTHLV 491
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NTDB id 30468 CCE RS12425 WP 009544686.1 NNAITHGIEEPALRQKQGKPNEGRIQLRAFLQGNQTVITVADDGGGIDAERVKRKAIEKGLISPEEANILSETEIYDFLFHPGFS 573
NTDB id 1419 SGL RS12550 WP 010873252.1 NNAITHGIETPAERQKLGKSPEGHLAVRAFLQGNQTLITVSDDGAGINTEMVKQKAVEKGLISRMEAQSLSQSEVYDLLFHAGFS 576
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NTDB id 30468 CCE RS12425 WP 009544686.1 TRDEADDFAGRGVGLDVVRTSLRDIRGSVTIDSLRGKGTTFTIRLPLTLSISKALCCISDRARIAFPMDGVEDMKDYLPRDIMED 658
NTDB id 1419 SGL RS12550 WP 010873252.1 TKDTADDFAGRGVGLDVVRTSLIDIRGAINIESTVGKGTTFTIRLPLTLSICKALCCLSDRARIAFPMDGVEDTRDYLPKDIVTD 661
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NTDB id 30468 CCE RS12425 WP 009544686.1 DTGEQYVIWNGQ..RLPVYPLNNLLSYNRQLGRNTVYGGQQEEETVSLVILRG.AGTLLAVQVDQVMGEQEIVIKQIEGPIPKPA 740
NTDB id 1419 SGL RS12550 WP 010873252.1 EDGQKCVKYGKEALLLPLYPLKDLLNYNRQLSRGSVYGGKQEEDVVRVIIARGSSGNLLALQIDQVLGEEEIVIKQIEGPIPKPP 746
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logo GIAGATVLRGDGAS IMP IAGDVLEL IAE IAQGRLRTDSTGSGSGS ILWQRKQTELLTGPFETVWNTEGEVHRAMDEPTVL IVDDS ITVRELLSLSFKSKASGFYRVEQA
NTDB id 30468 CCE RS12425 WP 009544686.1 GIAGATVLGDGAIMPIGDVLELIAIAQGRLRTDTGSSIWQKQELGFETWTGERAEPTVLIVDDSITVRELLSLSFSKSGYRVEQA 825
NTDB id 1419 SGL RS12550 WP 010873252.1 GIAGATVRGDGSIMPIADVLELIEIAQGRLRTDSSGGLWRKTLTP..TVNEVHMDPTVLIVDDSITVRELLSLSFKKAGFRVEQA 829
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NTDB id 30468 CCE RS12425 WP 009544686.1 RDGQEAWEKLRSGLPCDLVFCDIEMPRMNGLEFLSNVQKEADLSRLPVALLTSRGADRHRKVAAKLGATAYFTKPCPDQTLIEAA 910
NTDB id 1419 SGL RS12550 WP 010873252.1 RDGQEAWDQLKSGLPCDLVFCDIEMPRKNGLELLSELQADEELSSIPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDILDAA 914
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NTDB id 30468 CCE RS12425 WP 009544686.1 QRMLAGEILLSGSTKKPIPKPSSANDSEGKSTHEQA......SFSDNHTVLIIDDSVMVREMLSMSFSKAGYEIEQARDGQEAWE 989
NTDB id 1419 SGL RS12550 WP 010873252.1 NRMLNGEVLLPGSTRKTNSILSRFKKARGNFSEEAPTIVRSNPGTLRSTVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWE 999
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NTDB id 30468 CCE RS12425 WP 009544686.1 KLRGGLCCNLILCDIEMPRMTGLELLSRLQEDKKLSQIPIAMITSRGAQKMQRIAAERGAKGYFVKPYIEEVLLDAAKRLIAGEI 1074
NTDB id 1419 SGL RS12550 WP 010873252.1 KLKSGLPCDLILCDIEMPRMNGLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLIRGEV 1084
consensus !!* !! ! !!!!!!!!!!! !!!!! !*!!!* !! !!*!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!! !!*! !!! !!*

logo LLDELVANASLSVAEDQE
NTDB id 30468 CCE RS12425 WP 009544686.1 LLEVNSLVEQ. 1084
NTDB id 1419 SGL RS12550 WP 010873252.1 LLDLAALSADE 1095
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