
logo MASTEGTDNFYASKQLYGNELAYAVAYGQGNFYEQEAASASHL IMEPQLMAAEADFPEDPDNVLLLRGHIYFVGSLEGQRYAELTACHQAQYQGSVIGRFHSTDRPQDL IVDCAKNQAGLAG
NTDB id 30460 CCE RS02135 WP 009546531.1 MASGTDYAKLYNEAYVAYGQGNFEEAAALMEPMAEAFPEDPDVLLLRGHIYFSLGRYETACQQYQSVIGHTDRPDLVDCAKQGLA 85
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDCANQALG 85
consensus !!* ! * !! !! !!!!!!* !! **!**! !!!!! !!!!!!!!! ! ! ! ! !! !! **!!*!!*!!! !*!*
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NTDB id 30460 CCE RS02135 WP 009546531.1 QAQQLLAQSGDNHRSNELAEPSEIASESVDRKEQWSEPTDSSGDWESEDF.ELDGLDWDSAIFDDDDLGEPTIGHQVSQGQPFDN 169
NTDB id 1418 SGL RS04210 WP 010871656.1 QIQEEEPRGNGA.........................KDSLDQDWQSDIDAIDNSMAWETGVFTEEDFGEPTLGRAPSPTNPGMD 145
consensus ! ! * ************************** !! !* * * !****! **! !!!!*!* *!* *!

logo

NHHPFPEGQRRSPSANSFEGMTSGARSYE I ENVDLDPFWSTPEAFTLTDSDELVDKPSDFDESQTDMI
MPKQTGNETSDTKENWTDFVDVHPEFSDFPASFGDEEQGLETEAHTGGEGI

NTDB id 30460 CCE RS02135 WP 009546531.1 NHHPPEQRPANFEM........EVDPFT...TLSEVKPFDSQTDIPKTNTSDKENWTDFVDHEFSDFSFGDEQGLETEAHTGGEI 243
NTDB id 1418 SGL RS04210 WP 010871656.1 ..HPFGRSSASFGTSGARSYEIENLDWSPEAFTDDLDSDDEQTMMPQTGEST......FVVP....PAFGE............GI 206
consensus **!!* *! ! ********! ****** ** * ! !! *! ! ! ******!! ***** !!************* !

logo ADGDFAEDLNATFVVSASDSLVNSPSAPGS ILDGGNTDRGASEYPTPTSYPQETEWDPGSGSDWSENAYLPAGLQDDPETAI LQAQTAPPRMMTPSTNSGPADQYEGAQGNNQNVLDPKSFDAFEQEEGAVELDEDELSDNF
NTDB id 30460 CCE RS02135 WP 009546531.1 AGDEDNTFVVSSSLNPPSLDN.RGS..TTSPEEPSSDWSNYPAQDDPTIQATPRMMPSNPAQEQNQVLDKFDAFQEEALEDLSNF 325
NTDB id 1418 SGL RS04210 WP 010871656.1 ADFADLA....ADVSSAGIGGTDGAEYPPYQTWDGGDWSEALGLDDPEALAQAP.TPTSGDYGAGNNLPSFDAFEEGVEDELSDF 286
consensus ! ! **** * ** * * ! **** * * !!! ** !!! ! *** !* * * !* !!!! ! **!! !
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NTDB id 30460 CCE RS02135 WP 009546531.1 DFTEMSDQLPDSDLFSQASEDLSGSLGLQ....TGDLLSEQG....SQTVNWVKSDDMAHSSLSNSET.KVIKPTVEAKQGYLGW 401
NTDB id 1418 SGL RS04210 WP 010871656.1 NLTDIAPELPDSSLFSQATNLDIGAVGRIDDTQGGDTVVHGGNAAPPGMATWLKPDGAATGDLSSATSPFNDRPTSEVDAGFLGW 371
consensus !** * !!!! !!!!!* ! *! **** !! * * !***** !*!*! !* !! ** *!! ! !*!!!
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VLLVLVGSGSFIAVGWLGIGSPTPQAKESTKDVVDPAKKPSGTADKEVETTSTEANNPATENGPALPQAETGQAPSQSQSTPSTPNNKKEQAEEK
NTDB id 30460 CCE RS02135 WP 009546531.1 FHNAPLNLKPWMAAGSTGIVSFVAILLVSGFAWLISPQAESTKVVDKKSTADKVETSENNTNPLQATGQASQQSPSTPNNKKQAK 486
NTDB id 1418 SGL RS04210 WP 010871656.1 FTNASLFRKQIYMAIASGVFSGFAVLVLGSIVGLGGTPK....DVPAPSG...ETTTEAPAEGAPAEGQAPSQTP.......EEE 442
consensus !*!!*! !* ! *!* ! !*!** ! ** **** !* *! *** !*! * * *! !!!* !*!*******
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NTDB id 30460 CCE RS02135 WP 009546531.1 SGDPIL.LLALTGGLVGFGGTLFFGLIASYHLKRTIADLQTQFGSMYGGDYNVKATIYSEDELGQLSYNFNQLSRVILTTTSEAQ 570
NTDB id 1418 SGL RS04210 WP 010871656.1 PGKPSLLNLAFLTAIATAIGVFLINRLLMQQIKSIIDDLQNQFESIYEGNFNVRAKVRSEDELGALTQRFNYISQVILTATSEAQ 527
consensus *! ! !* !! ** ! * **! ! !!! !! !*! ! *!!*! * !!!!!! !* !! *! !!!! !!!!!
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QRAAETMTEKQAVREEKLQRQVIRLLDDVEGAASRGDLTVEQAEVTADEVLGAVADAFNLTIHQNLRE IVALQVKNRATAKQVNKNNSCSKTDSELSFARNN

NTDB id 30460 CCE RS02135 WP 009546531.1 QRAAEMEQAREELQRQVIRLLDDVEGAARGDLTVEAEVTADVLGAVADAFNLTIHNLREIVAQVKRTAKQVNKSSTDSELFARNN 655
NTDB id 1418 SGL RS04210 WP 010871656.1 ERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLREIVLQVKNAAKQVNNNCKDSESFARNN 612
consensus !!! ! !! !!!!!!!!!!!!!!! !!!!!! !!!!!! !!!!!!!!!!!!*!!!!!! !!! !!!!! * !!! !!!!!

logo SRSDALRMAEELAVTLNSVQLVMTES I EQRVAENAREAEEVAHTSSLVTALKGGEAVERTVAGGI LQIRETVSETATRKVKRLAEASQE I S
NTDB id 30460 CCE RS02135 WP 009546531.1 SRDALRMAEELAVTLNSVQVMTESIQRVAENAREAEEVAHTSSVTALKGGEAVERTVAGILQIRETVSETTRKVKRLAEASQEIS 740
NTDB id 1418 SGL RS04210 WP 010871656.1 SSDALRMAEELAVTLNSVQLMTESIERVAENAREAEEVAHTSSLTALKGGEAVERTVGGILQIRETVSETARKVKRLAEASQEIS 697
consensus ! !!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!

logo KIVALVI SQIASRTNLLALNAS IQAARAGEAGRGFAIVADEVRQLADRSAKSLKE I EQIVLQIQSETGSVMTAMEEGIQQVIDVTD
NTDB id 30460 CCE RS02135 WP 009546531.1 KIVALISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTD 825
NTDB id 1418 SGL RS04210 WP 010871656.1 KIVAVISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTD 782
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KSEQASKRASLEDI IDEVSNHR INTLVRS ITAGDTI
V
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QQQENSGKAVSNQVMQS IVELTAQETSQESQRVAGSLQNTLVGS I SRDLLATSVERFHR I

VE
NTDB id 30460 CCE RS02135 WP 009546531.1 KSEQAKRSLEDIIDVSNHINTLVRSITGDTIQQQENSKAVSQVMQSVELTAQETSQESQRVAGSLQNLVGISRDLLASVERFHIE 910
NTDB id 1418 SGL RS04210 WP 010871656.1 KSEQSKRALEDIIEVSNRINTLVRSITADTVKQQENSGAVSNVMQSIELTAQETSQESQRVAGSLQTLVSISRDLLTSVERFRVE 867
consensus !!!! !! !!!!!*!!!*!!!!!!!!!*!!* !!!!! !!!*!!!!*!!!!!!!!!!!!!!!!!!! !! !!!!!! !!!!!**!
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