
logo MQKGMVTLVELL IGLAI I S IALNFAVPLWKQTDSPKTI LAKEQHHRLYLFLRQIQARAENSSEVWFLL INRNLATQQWCLTAQ
NTDB id 304580 DV428 RS04085 WP 053466044.1 MQKGVTLVELLIGLAIISIALNFAVPLWQTDSPKTILAKEQHHLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VKNDNQTCDCLNP I
TNCPKEVYAHFYYPYFPKNKTMIQSHQHYI

LYPKE ITRFDYGAIRNTI
SVTRCF I LQAENERTLFLSFFNVGS IRLV

NTDB id 304580 DV428 RS04085 WP 053466044.1 VKNDQTCDCLNPTNCPKEVYAHFYYPYFPKKTMIQSQYLYPKEITRFYGARNTSVTRCFILQAENERTLFSFFNVGSIRL 160
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
consensus !!! !!!!!!!! !!!!!!!!!!!!!!!! !!!!!!***!!!!!!!! ! !!! !!!!!!!!!!!!!!!! !!!!!!!!*

logo KTNQAFADSACNQS
NTDB id 304580 DV428 RS04085 WP 053466044.1 KTNQAASACNQS 172
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN.. 170
consensus !!!! !!!!**

X non conserved

X similar

X ≥ 50% conserved


