
logo

MEDAFQN
M
L
N
P
K
A
T
K
V
I
M
L
V
I
L
A
I
V
E
DDESSTKASTPQI SRRDELMTIAIAESKTFGI

L
N
M
L
A
K
Q
T
R
D
K
H
N
EGCFWYDQSETVVITI

TACMVFNDGAFVREALSEQKFIYLAKQEANSEAFLEAQSNPDI
L
V
I
F
V
I
V
LDVILVML

MPKER I
M
L
N
DGLYQETVACAKRELRSTVIRKNSSDQPNKNYTEKQSSHNI

VP I
V
L
I

NTDB id 413 AAK55817.1 141..845( ) ......MKKILIVDDEKPISDIIKFNMTKEGYEVVTAFNGREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIR...KTSSVPIL 76
NTDB id 374 SMU RS06885 WP 002262930.1 ......MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVR...KNSHVPII 76
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQNIPVI 85
NTDB id 30457 CCE RS01370 WP 009546782.1 ......MPTILLADDSTAQRELIAGLLTDNGFSVTTAMDGAEALEKLKSLAPDLIILDVVMPKLNGYQTCRSIKSDPKTEHIPVI 79
NTDB id 1417 SGL RS04200 WP 014407071.1 ......MNAVLLVEDSSSQREMISGILKDHGWQVTIACDGVEALEKLQNFSPDLVVLDIVMPRMNGYEVCRRIKSDPKTKNVPVI 79
consensus * ******!** ***** ** **!*****! *! !!!*** *!!****!***!***!***** ** ** *!**

logo

L
MCLSTASKGNDEGTSLQEVFDQRSKAFYVKIWGMRLKRVE I

L
V
QGSADEADYLIVAITKPFPQSHKPNDEMRELQVLNAGARTI

V
R
K
N
A
Q

H
L
V
L
S
R
S
N
R
T
S
E
Q
N
P
I
M
E
P
S
V
A
D
G
V
A
Q
EEANADSGKI

P
P
Q
E
P I IQIGDLEQI LVPDAFYVAKKRYGETELVDELT

NTDB id 413 AAK55817.1 141..845( ) MLSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPDAYVAKKYGEELDLT 160
NTDB id 374 SMU RS06885 WP 002262930.1 MLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVAKKRGTEVELT 161
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS........................................... 127
NTDB id 30457 CCE RS01370 WP 009546782.1 LCSTKNTQVDSYWGLKQGADAYIIKPFPHEELLGTVKQLLRNS.......................................... 122
NTDB id 1417 SGL RS04200 WP 014407071.1 MCSSKGEEFDRFWGMRQGADAYIAKPFQPMELVGTIKQLLRN........................................... 121
consensus **!*!****!* !* *!*!*!**!!!* !!** ****** *

<0

logo

HREFELLHYHLASTHTGQVI
MTREHLLETVWGYDYFGDVRTVDVTVRRLREKI EDTPSRPEYI LTRRGVGYYMKRNSNYADO

NTDB id 413 AAK55817.1 141..845( ) HREFELLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMRNNA* 234
NTDB id 374 SMU RS06885 WP 002262930.1 HREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMKSYD. 235
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ........................................................................... 127
NTDB id 30457 CCE RS01370 WP 009546782.1 ........................................................................... 122
NTDB id 1417 SGL RS04200 WP 014407071.1 ........................................................................... 121
consensus

X non conserved

X similar

X ≥ 50% conserved


