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NTDB id 1395 DSB67 RS04445 WP 010649155.1 MKWM......LTLCLLILAPMSWAETKTKADKY...............EGIEITVNVNSATAQEIATLLIGIGEKKAQDI 59
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLS.RYTFSLLFG.LFSATTFAEEKVTTSTEHTPVVMQQV..AATQKVNANVVNINTATASEIQDKLVGIGAKKAQAI 76
NTDB id 304568 DV428 RS02935 WP 065250343.1 MKLMKTLFTSVVLCGALVASSAFAEEKTAEQAVQ.PVVATQTEAQVAPATVSDKLNINTATVSEIQKALTGIGAKKAEAI 79
NTDB id 1362 HI 1008 AAC22669.1 ...MKTLFTSVVLCGALVVSSSFAEEKATXQTAQ.SVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAI 76
consensus ** *********!**********!!*!** ** * *** ** *************!*!*!!**!!** !*!!!*!!! *!

logo VEQYRNEEKNHGKPNFKLTXSTNVAAEDQLLTKEVKSQGIGEKATVLRERKNERDCR I ILTVI
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NTDB id 1395 DSB67 RS04445 WP 010649155.1 VEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1382 A4U84 RS07375 WP 062924234.1 VEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 304568 DV428 RS02935 WP 065250343.1 VQYREKHGNFTSAEQLLEVQGIGKATLERNRDRITF. 115
NTDB id 1362 HI 1008 AAC22669.1 VQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
consensus ! !!***!*! ****! *!*!!!*!!***!*!*!**
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