
logo MKYHWFFLVIAI LFFMNCSWGQDPFDKTQRI
N
H
RSQFDNAQTAVMEQTE I I SSDVPNNLCGADENRQAAE IPLNALKLVGVVI SKD

NTDB id 304565 DV428 RS02775 WP 114908598.1 MKYWFFLVALFFMNCSWGQDPFDKTQRIHSQFDNAQTAMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKD 80
NTDB id 1346 HI 0436 AAC22095.1 MKHWFFLIILFFMNCSWGQDPFDKTQRNRSQFDNAQTVMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKD 80
NTDB id 1372 NTHI RS02650 WP 011272047.1 MKHWFFLIILFFMNCSWGQDPFDKTQRNRSQFDNAQTVMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKD 80
consensus !!*!!!!**!!!!!!!!!!!!!!!!!!**!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KAFALLQDQAGLQI
VYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF

NTDB id 304565 DV428 RS02775 WP 114908598.1 KAFALLQDQALQVYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF 137
NTDB id 1346 HI 0436 AAC22095.1 KAFALLQDQGLQVYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF 137
NTDB id 1372 NTHI RS02650 WP 011272047.1 KAFALLQDQGLQIYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF 137
consensus !!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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