
logo MIYFTMFLLGGGI LG IALWFYLSGF ITHRLQQNE IYAI
TYI

VELFPQNSRSPFQPHFAS IQQKKCGHI LRYFLFNSVIGVGF I FLQIA
NTDB id 304492 DV384 RS05340 WP 114890122.1 MIYFTMFLLGGGILGIALWFYLSGFITRLQQEIYATYIELFPQNRSPFQPHFASIQQKKCGHILRYFLNVGVGFIFLQIA 80
NTDB id 1357 HI 0296 AAC21960.1 MIYFTMFLLG.GILGIALWFYLSGFITRLQQNIYAIYVELFPQNRSPFQPHFASIQQKKCGHILRYFFSIGVGFIFLQIA 79
NTDB id 1368 NTHI RS01940 WP 011271970.1 MIYFTMFLLG.GILGIALWFYLSGFITHLQQEIYATYVELFPQNSSPFQPHFASIQQKKCGHILRYFFSIGVGFIFLQIA 79
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!*!!!*!!!*!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!***!!!!!!!!!!

logo FKDS I FTVWFIGLTLLI I LWATI SYLDWHYQL I STTLPCLWLLTI
LGLFGADNNFSLLTLSES IKSAASFF IVFYVAIYWLIAKCFYY

NTDB id 304492 DV384 RS05340 WP 114890122.1 FKDSIFTVWFGLTLLILWAISYLDWHYQLISTTLCLWLLTIGLFGADNNFSLLTLSESIKSAASFFIVFYAIYWIAKFYY 160
NTDB id 1357 HI 0296 AAC21960.1 FKDSIFTVWIGLTLIILWTISYLDWHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYVIYWLAKFYY 159
NTDB id 1368 NTHI RS01940 WP 011271970.1 FKDSIFTVWIGLTLIILWTISYLDWHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYAIYWIAKCYY 159
consensus !!!!!!!!!*!!!!*!!!*!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!*!!

logo

R
GKEAFGRGDYWLAMALGSF IHLETLPHFLLLASVLGICFSL IHRKKKKEFLIPFAPFMNLSAI

V I IYLFVKYYW
GY

NTDB id 304492 DV384 RS05340 WP 114890122.1 GKEAFGRGDYWLAMALGSFIHLETLPHFLLLASVLGICFSLIHKKKKEFIPFAPFMNLSAVIIYFVKYYWY 231
NTDB id 1357 HI 0296 AAC21960.1 GKEAFGRGDYWLAMALGSFIHLETLPHFLLLASVLGICFSLIHRKKKEFLPFAPFMNLSAVIIYFVKYYGY 230
NTDB id 1368 NTHI RS01940 WP 011271970.1 RKEAFGRGDYWLAMALGSFIHLETLPHFLLLASVLGICFSLIHKKKKEFIPFAPFMNLSAIIIYLVKYYGY 230
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!*!!!*!!!!*!
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