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NTDB id 30449 LCHO RS21040 WP 012349217.1 MKPSLQVRLSQHLALTPQLQQSIRLLQLSTLELHQEVEQMLEQNPFLEAEEDSPTPESQVIQERSA.........PTQEESRYDA 76
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !!*!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!! ! !! !! ! * * * * * ! *********! * !!***!
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NTDB id 30449 LCHO RS21040 WP 012349217.1 DTGAADAAHEAGVGDPEPVSVEQLDFGAGESREDWDSGHDREDFNSLSDTPAARNGANEDDDSDWSERSTFTPSLPDHLRGQLLG 161
NTDB id 1425 RS RS02020 WP 011000369.1 ANGAD....HADTAEASYENGSDFDSDYGTERSDWSLDDF.......ARKP.....QSDEDDRAPMQLREAEPTQREFLMEQLAP 154
consensus !! *****! *** * ! ! ! !! * ******* !***** **!! * !* ***! !! *
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NTDB id 30449 LCHO RS21040 WP 012349217.1 MRLAGEDMLLVESLIDSLNEDGYLADTLEEIAERLAFGIEAGAVVTGDAIDPVEAATMREELIDRLRCALGWLQSLEPTGVGARD 246
NTDB id 1425 RS RS02020 WP 011000369.1 LKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAEL....................EVELDELQAALRMLQSFDPAGIGARS 219
consensus **! * ! !! !!*!! **!!! *!*!! !* *********************! *! ! *!! !!! *! !*!!!
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NTDB id 30449 LCHO RS21040 WP 012349217.1 LPECLVLQLRELDPSPAQAAAIRICQHHLDLLARRDIKKLVTAVAADEALIREAQTLIVALEPKPGRRFARAEANIVVPDVIVQK 331
NTDB id 1425 RS RS02020 WP 011000369.1 AAECLTLQLQRLDS.PAKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRK 303
consensus *!!! !!! !!**!! * !* !***!!*!!! !! *! !* !** ** !* !! ! ! !!* !*!!!! !!!!!*! !
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VLRQSHSRGSEQRGGATNGGGDSGAGAMNLQSQSKRLQEARWFL IVKNI LQQRFDTI LQRVSQAIVERQKGSFFT
NTDB id 30449 LCHO RS21040 WP 012349217.1 AGRGWRVVLNPDVMPKLRINDMYAQVLRQHRSQRGGATNGGGDGGAMLSSRLQEARWFVKNILQRFDTIQRVSQAIVERQKGFFT 416
NTDB id 1425 RS RS02020 WP 011000369.1 TAAGWMAQLNPDVMPRLRINDMYAQILRSSRGE.........SGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFT 379
consensus * !! !!!!!!!*!!!!!!!!!*!! *! ********* !*! ! *!!!!!! *!!! !!!!!! !!!!!!!!!!! !!!

logo HGE IAMKRPLVLRE IADETLGLHESTI SRVTTANKYMANTPFMGTFELKYFFGSHSLVNSTDEATGGANASSTAI
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NTDB id 30449 LCHO RS21040 WP 012349217.1 HGEIAMKPLVLREIADELGLHESTISRVTTAKYMNTPFGTFELKYFFGSSLNTDAGGNASSTAVRALIKQFVAAEDPKKPLSDSQ 501
NTDB id 1425 RS RS02020 WP 011000369.1 HGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSR 464
consensus !!!!!!*!!!!!!!!! !!!!!!!!!!!!! !!! !! !!!!!!!!!!!** !* !! !!!!!*!!!!!! !*!!!!! !!!!!
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NTDB id 30449 LCHO RS21040 WP 012349217.1 LSTMLEEQGIQVARRTVAKYREALKIAPANLRKDI 536
NTDB id 1425 RS RS02020 WP 011000369.1 IAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus * *! !!! !!!!!!!!!!!!!!!** !!!! *
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