
logo MSMNLLPWRTYQHQKRLRRLAFYIALF I LLA INLMLAFSNVL I EQQKQNLQAQQTKSFEQLNQQLYHKTTTMQIDQLR I
S
V
AVKVG

NTDB id 304463 DV427 RS02115 WP 114891151.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLMLAFSNVIEQQKQNLQAQQKSFEQLNQQLYKTTTQIDQLRSVVKVG 80
NTDB id 1370 NTHI RS02660 WP 011272049.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLMLAFSNLIEQQKQNLQAQQTSFEQLNQQLHKTTMQIDQLRSAVKVG 80
NTDB id 1344 HI 0438 AAC22097.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLMLAFSNLIEQQKQNLQAQQKSFEQLNQQLHKTTMQIDQLRIAVKVG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!*!!!*!!!!!!**!!!!

logo EVLHTSLITPNGEQVQKNKSLQQLSELPLFQKQGELNRKFKQDGAHNNLSLEGRNAQDQMTEFESLVIHQFLKQKHFPNVKLSQVQPEQHDTLFFRHF
NTDB id 304463 DV427 RS02115 WP 114891151.1 EVLHSLTNGQVQNSLQQLSELPLQKGELNRFKQDGHNLSLEGRAQDQMEFESVHQFLKQHFPNVKLSQVQPEQHTLFFRF 160
NTDB id 1370 NTHI RS02660 WP 011272049.1 EVLTSIPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFELIHQFLKKHFPNVKLSQVQPEQDTLFFHF 160
NTDB id 1344 HI 0438 AAC22097.1 EVLTSIPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFELIHQFLKKHFPNVKLSQVQPEQDTLFFHF 160
consensus !!!*!**!*!!**!!!!!!!!!*!*!!!!*!!!!**!!!!!!*!!!!*!!!**!!!!!*!!!!!!!!!!!!!!*!!!!*!

logo DVEEQVGGAEDKK
NTDB id 304463 DV427 RS02115 WP 114891151.1 DVEEVGEDK 169
NTDB id 1370 NTHI RS02660 WP 011272049.1 DVEQGAEK. 168
NTDB id 1344 HI 0438 AAC22097.1 DVEQGAEK. 168
consensus !!!***!*

X non conserved

X similar

X ≥ 50% conserved


