
logo MKAFLFNDPFSTPFGKWLSQPFYVHGLTFLLLLSAVI FRPVLDYI EGSSRFHETI ENELAEVKRSELLHQQKI LTSLQQQSESR
NTDB id 304462 DV427 RS02110 WP 114891150.1 MKAFLNDPFSPFGKWLSQPFYVHGLTFLLLLSAVIFRPVLDYIEGSSRFHETENELAEKRSELLHQQKILTSLQQQSESR 80
NTDB id 1345 HI 0437 AAC22096.1 MKAFFNDPFTPFGKWLSQPFYVHGLTFLLLLSAVIFRPVLDYIEGSSRFHEIENELAVKRSELLHQQKILTSLQQQSESR 80
NTDB id 1371 NTHI RS02655 WP 011272048.1 MKAFFNDPFTPFGKWLSQPFYVHGLTFLLLLSAVIFRPVLDYIEGSSRFHEIENELAVKRSELLHQQKILTSLQQQSESR 80
consensus !!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo KLSPELAAQIMIPLNKQIQRLAARNGLSQNHLRWEMGQQKP I LHLQLTGHFEKTKTFLSTALLANTSSQLSVSRLQF IMKPEDNGPL
NTDB id 304462 DV427 RS02110 WP 114891150.1 KLSPELAAQIMPLNKQIQRLAARNGLSQNLRWEMGQQPILHLQLTGHFEKTKTFLTALLANTSQLSVSRLQFMKPEDGPL 160
NTDB id 1345 HI 0437 AAC22096.1 KLSPELAAQIIPLNKQIQRLAARNGLSQHLRWEMGQKPILHLQLTGHFEKTKTFLSALLANSSQLSVSRLQFMKPEDGPL 160
NTDB id 1371 NTHI RS02655 WP 011272048.1 KLSPELAAQIIPLNKQIQRLAARNGLSQHLRWEMGQKPILHLQLTGHFEKTKTFLTALLANSSQLSVSRLQFIKPEDNPL 160
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!*!!!!*!!

logo QTE I I FQLDKEVTK
NTDB id 304462 DV427 RS02110 WP 114891150.1 QTEIIFQLDKEVK 173
NTDB id 1345 HI 0437 AAC22096.1 QTEIIFQLDKETK 173
NTDB id 1371 NTHI RS02655 WP 011272048.1 QTEIIFQLDKETK 173
consensus !!!!!!!!!!!*!

X non conserved

X similar

X ≥ 50% conserved


