
logo MNIKDEHIDNSVCS ILLDQLVGNVSTFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEDGEVLAIQLSTKLGCEPFTTNELNKRFVL
NTDB id 304392 DV441 RS04325 WP 080948131.1 MNIKDEHIDNVCSILDQLVGNVTFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEDELAIQLSKLGCEPFTTNELNKRFVL 80
NTDB id 1375 HI 0601 AAC22258.1 MNIKDEHIDSVCSLLDQLVGNVSFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEGVLAIQLTKLGCEPFTTNELNKRFVL 80
consensus !!!!!!!!! !!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!

logo SQYYALSDEQI
V
L
MRNSNMRLCRKL I I LS IKQQI LRDEQKLDECRTLRKLNRLKDLPNLTIKHERAL IKAVGIATDNVAMLRE IGAENALVEL

NTDB id 304392 DV441 RS04325 WP 080948131.1 SQYYALSEQVMRNNMLCRKLIILSIQQIRDQKLDRTLRKLNRLKDLPNLTIKHERALIKAGIADVAMLREIGAENALVEL 160
NTDB id 1375 HI 0601 AAC22258.1 SQYYALSDQILRSNRLCRKLIILSIKQILEQKLECTLRKLNRLKDLPNLTIKHERALIKVGITNVAMLREIGAENALVEL 160
consensus !!!!!!!*!**! ! !!!!!!!!!! !! *!!!**!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!

logo KKSGSGATLDFYWKLVCALQNKNSQFMLSQASEKERLLKKLNEVLWRKNGLKGYRKLDDE
NTDB id 304392 DV441 RS04325 WP 080948131.1 KKSGSGATLDFYWKLVCALQNKNSQFLSQSEKERLLKKLNEVLRKNGLKGYRKLDDE 217
NTDB id 1375 HI 0601 AAC22258.1 KKSGSGATLDFYWKLVCALQNKNSQMLSQAEKERLLKKLNEVWRKNGLKGYRKLDDE 217
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!! !!!!!!!!!!!!!!
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